313.2C1.TXT 

SEQUENCE LISTING 

<110> Burton, Dennis R 
Barbas, Carlos F 
Lerner, Richard A 



<120> HUMAN NEUTRALIZING MONOCLONAL ANTIBODIES 
TO HUMAN IMMUNODEFICIENCY VIRUS 



<130> 313.2CON1 

<140> US 10/016,986 
<141> 2001-12-12 

<150> US 09/149,898 
<151> 1998-09-08 

<150> US 08/899,575 
<151> 1997-07-24 

<150> US 08/276,852 
<151> 1994-07-18 

<150> US 08/178,302 
<151> 1994-01-06 

<150> PCT/US93/09328 
<151> 1993-09-30 

<150> US 07/954,148 
<151> 1992-09-30 

<160> 176 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 173 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 1 

ggccgcaaat tctatttcaa ggagacagtc ataatgaaat acctattgcc tacggcagcc 60 
gctggattgt tattactcgc tgcccaacca gccatggccc aggtgaaact gctcgagatt 120 
tctagactag ttacccgtac gacgttccgg actacggttc ttaatagaat teg * 173 

<210> 2 
<211> 173 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 2 

tcgacgaatt ctattaagaa ccgtagtccg gaacgtcgta egggtaacta gtctagaaat 60 
ctcgagcagt ttcacctggg ccatggctgg ttgggcagcg agtaataaca atccagcggc 120 
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tgccgtaggc aataggtatt tcattatgac tgtctccttg aaatagaatt tgc 



173 



<210> 3 
<211> 131 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 3 

tgaattctaa actagtcgcc aaggagacag tcataatgaa atacctattg cctacggcag 60 
ccgctggatt gttattactc gctgcccaac cagccatggc cgagctcgtc agttctagag 120 
ttaagcggcc g 131 

<210> 4 
<211> 139 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 4 

tcgacggccg cttaactcta gaactgacga gctcggccat ggctggttgg gcagcgagta 60 
ataacaatcc agcggctgcc gtaggcaata ggtatttcat tatgactgtc tccttggcga 120 
ctagtttaga attcaagct 139 

<210> 5 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 5 

Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Ser 
15 10 



<210> 6 
<211> 26 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 6 

Met Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala 

15 10 15 

Ala Gin Pro Ala Met Ala Gin Val Lys Leu 
20 25 



<210> 7 
<211> 23 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthesized 



Page 2 



313.2C1.TXT 



<400> 7 

Met Lys Tyr Leu Leu Pro Thr Ala 

1 5 
Ala Gin Pro Ala Met Ala Glu 
20 



Ala Ala Gly Leu Leu Leu Leu Ala 
10 15 



<210> 8 
<211> 198 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 8 

tgttgacaat taatcatcgg ctcgtataat gtgtggaatt gtgagcggat aacaatttca 60 
cacaggagga aggatccatg aaatacctat tgcctacggc agccgctgga ttgttattac 120 
tcgctgccca accagccatg gccgagctcg gtcggtcggt cctcgagggt cggtcggtct 180 
ctagagttaa gcggccgc 198 

<210> 9 
<211> 198 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 9 

gcggccgctt aactctagag accgaccgac cctcgaggac cgaccgaccg agctcggcca 60 
tggctggttg ggcagcgagt aataacaatc cagcggctgc cgtaggcaat aggtatttca 120 
tggatccttc ctcctgtgtg aaattgttat ccgctcacaa ttccacacat tatacgagcc 180 
gatgattaat tgtcaaca 198 

<210> 10 
<211> 24 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 10 

Met Lys Thr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala 

15 10 15 

Ala Gin Pro Ala Met Ala Glu Leu 
20 



<210> 11 
<211> 220 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 11 

tgttgacaat taatcatcgg ctcgtataat 
cacaggagga aggatccatg aaatacctat 
tcgctgccca accagccatg gcccaggtga 



gtgtggaatt gtgagcggat aacaatttca 60 
tgcctacggc agccgctgga ttgttattac 120 
aactgctcga gggtcggtcg gtctctagac 180 
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ggtcggtcgg tcactagtca tcatcatcat cattaagcta 



220 



<210> 12 
<211> 220 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 12 

tagcttaatg atgatgatga tgactagtga ccgaccgacc gtctagagac cgaccgaccc 60 
tcgagcagtt tcacctgggc catggctggt tgggcagcga gtaataacaa tccagcggct 120 
gccgtaggca ataggtattt catggatcct tcctcctgtg tgaaattgtt atccgctcac 180 
aattccacac attatacgag ccgatgatta attgtcaaca 220 

<210> 13 
<211> 28 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 13 

Met Lys Thr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala 

15 10 15 

Ala Gin Pro Ala Met Ala Gin Val Lys Leu Leu Glu 
20 25 



<210> 14 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 14 

Thr Ser His His His His His 
1 5 



<210> 15 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 15 

ggccgcaaat tctatttcaa ggagacagtc at 32 

<210> 16 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
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<400> 16 

aatgaaatac ctattgccta cggcagccgc tggatt 



36 



<210> 17 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 17 

gttattactc gctgcccaac cagccatggc cc 32 

<210> 18 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<210> 19 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 19 

cagcgagtaa taacaatcca gcggctgccg taggcaatag 40 

<210> 20 
<211> 38 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<210> 21 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 21 

aggtgaaact gctcgagatt tctagactag ttacccgtac 40 

<210> 22 
<211> 38 
<212> DNA 

<213> Artificial Sequence 



<400> 18 

cagtttcacc tgggccatgg ctggttggg 



29 



<400> 20 

gtatttcatt atgactgtct ccttgaaata gaatttgc 



38 
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<220> 

<223> Synthesized 
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<400> 22 

cggaacgtcg tacgggtaac tagtctagaa atctcgag 



38 



<210> 23 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 23 

gacgttccgg actacggttc ttaatagaat teg 33 

<210> 24 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<210> 25 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 25 

tgaattctaa actagtcgcc aaggagacag teat 34 

<210> 26 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<210> 27 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 27 

gttattactc gctgcccaac cagccatggc c 31 



<400> 24 

tcgacgaatt ctattaagaa ccgtagtc 



28 



<400> 26 

aatgaaatac etattgecta cggcagccgc tggatt 



36 



<210> 28 
<211> 30 
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<220> 

<223> Synthesized 



<400> 28 

gagctcgtca gttctagagt taagcggccg 



30 



<210> 29 
<211> 48 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 29 

gtatttcatt atgactgtct ccttggcgac tagtttagaa ttcaagct 48 

<210> 30 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<210> 31 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 31 

tgacgagctc ggccatggct ggttggg 27 

<210> 32 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<210> 33 
<211> 666 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 33 

ccattcgttt gtgaatatca aggccaaggc caatcgtctg acctgcctca acctcctgtc 60 
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<400> 30 

cagcgagtaa taacaatcca gcggctgccg taggcaatag 



40 



<400> 32 

tcgacggccg cttaactcta gaac 



24 



aatgctggcg gcggctctgg tggtggttct 
ggtggcggtt ctgagggtgg cggctctgag 
ggtgattttg attatgaaaa gatggcaaac 
gatgaaaacg cgctacagtc tgacgctaaa 
ggtgctgcta tcgatggttt cattggtgac 
actggtgatt ttgctggctc taattcccaa 
cctttaatga ataatttccg tcaatattta 
ccttttgtct ttagcgctgg taaaccatat 
ttattcggtg tctttgcgtt tcttttatat 
tttgctaaca tactgcgtaa taaggagtct 
tattat 



313.2C1.TXT 
ggtggcggct ctgagggtgg tggctctgag 120 
ggaggcggtt ccggtggtgg ctctggttcc 180 
gctaataagg gggctatgac cgaaaatgcc 240 
ggcaaacttg attctgtcgc tactgattac 300 
gtttccggcc ttgctaatgg taatggtgct 360 
atggctcaag tcggtgacgg tgataattca 420 
ccttccctcc ctcaatcggt tgaatgtcgc 480 
gaattttcta ttgattgtga caaaataaac 540 
gttgccacct ttatgtatgt attttctacg 600 
taatcatgcc agttcttttg ggtattccgt 660 

666 



<210> 34 
<211> 211 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 34 



Pro 


Phe 


Val 


V— _y o 


ril in 

\JJ. Li 




m n 

V7J.11 


oiy 


1 








5 








Gin 


Pro 


Pro 


Val 
20 


Asn 


Ala 


Gly 


Gly 


Gly 


Ser 


Glu 
35 


Gly 


Gly 


Gly 


Ser 


Glu 
40 


Ser 


Glu 
50 


Gly 


Gly 


Gly 


Ser 


Gly 
55 


Gly 


Tyr 


Glu 


Lys 


Met 


Ala 


Asn 


Ala 


Asn 


65 










70 






Asp 


Glu 


Asn 


Ala 


Leu 


Gin 


Ser 


Asp 










85 






Ala 


Thr 


Asp 


Tyr 
100 


Gly 


Ala 


Ala 


He 


Gly Leu 


Ala 


Asn 


Gly 


Asn 


Gly 


Ala 






115 










120 


Ser 


Gin 


Met 


Ala 


Gin 


Val 


Gly 


Asp 




130 










135 


Asn 


Phe 


Arg 


Gin 


Tyr 


Leu 


Pro 


Ser 


145 










150 






Pro 


Phe 


Val 


Phe 


Ser 
165 


Ala 


Gly 


Lys 


Asp 


Lys 


He 


Asn 
180 


Leu 


Phe 


Arg 


Gly 


Ala 


Thr 


Phe 
195 


Met 


Tyr 


Val 


Phe 


Ser 
200 


Lys 


Glu 
210 


Ser 













Gin 


Gly 


Gin 


Ser 


Ser 


Asp Leu Pro 




10 








15 


Gly 


Ser 


Gly Gly 


Gly 


Ser Gly Gly 


25 










30 


Gly 


Gly 


Gly 


Ser 


Glu 


Gly Gly Gly 










45 




Gly 


Ser 


Gly 


Ser 
60 


Gly 


Asp Phe Asp 


Lys 


Gly 


Ala 


Met 


Thr 


Glu Asn Ala 






75 






80 


Ala 


Lys 


Gly Lys 


Leu 


Asp Ser Val 




90 








95 


Asp 


Gly 


Phe 


He 


Gly 


Asp Val Ser 


105 










110 


Thr 


Gly 


Asp 


Phe 


Ala 


Gly Ser Asn 










125 




Gly 


Asp 


Asn 


Ser 


Pro 


Leu Met Asn 








140 






Leu 


Pro 


Gin 


Ser 


Val 


Glu Cys Arg 






155 






160 


Pro 


Tyr 


Glu 


Phe 


Ser 


He Asp Cys 




170 








175 


Val 


Phe 


Ala 


Phe 


Leu 


Leu Tyr Val 


185 










190 


Thr 


Phe 


Ala 


Asn 


He 


Leu Arg Asn 










205 



<210> 35 
<211> 48 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 35 

gagacgacta gtggtggcgg tggctctcca ttcgtttgtg aatatcaa 48 
<210> 36 
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<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 36 

ttactagcta gcataataac ggaataccca aaagaactgg 40 

<210> 37 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 37 

tatgctagct agtaacacga caggtttccc gactgg 3 6 

<210> 38 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 38 

accgagctcg aattcgtaat catggtc 27 



<210> 39 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 39 

agctgttgaa ttcgtgaaat tgttatccgc t 

<210> 40 
<211> 708 
<212> DNA 

<213> Artificial Sequence 



31 



<220> 

<223> Synthesized 
<400> 40 

gagacgacta gtggtggcgg tggctctcca ttcgtttgtg aatatcaagg ccaaggccaa 60 
tcgtctgacc tgcctcaacc tcctgtcaat gctggcggcg gctctggtgg tggttctggt 120 
ggcggctctg agggtggtgg ctctgagggt ggcggttctg agggtggcgg ctctgaggga 180 
ggcggttccg gtggtggctc tggttccggt gattttgatt atgaaaagat ggcaaacgct 240 
aataaggggg ctatgaccga aaatgccgat gaaaacgcgc tacagtctga cgctaaaggc 300 
aaacttgatt ctgtcgctac tgattacggt gctgctatcg atggtttcat tggtgacgtt 360 
tccggccttg ctaatggtaa tggtgctact ggtgattttg ctggctctaa ttcccaaatg 420 
gctcaagtcg gtgacggtga taattcacct ttaatgaata atttccgtca atatttacct 480 
tccctccctc aatcggttga atgtcgccct tttgtcttta gcgctggtaa accatatgaa 540 
ttttctattg attgtgacaa aataaactta ttccgtggtg tctttgcgtt tcttttatat 600 
gttgccacct ttatgtatgt attttctacg tttgctaaca tactgcgtaa taaggagtct 660 
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taatcatgcc agttcttttg ggtattccgt tattatgcta gctagtaa 



708 



<210> 41 
<211> 201 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 41 

tatgctagct agtaacacga caggtttccc gactggaaag cgggcagtga gcgcaacgca 60 
attaatgtga gttagctcac tcattaggca ccccaggctt tacactttat gcttccggct 120 
cgtatgttgt gtggaattgt gagcggataa caatttcaca caggaaacag ctatgaccat 180 
gattacgaat tcgagctcgg t 201 

<210> 42 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<210> 43 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 43 

gaggtgcagc tcgaggagtc tggg 24 

<210> 44 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<210> 45 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 45 

gacatcgagc tcacccagtc tcca 24 

<210> 46 
<211> 24 
<212> DNA 



<400> 42 

caggtgcagc tcgagcagtc tggg 



24 



<400> 44 

gcatgtacta gttttgtcac aagatttggg 



30 
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<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 46 

gaaattgagc tcacgcagtc tcca 

<210> 47 
<211> 53 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 47 

gcgccgtcta gaactaacac tctcccctgt 

<210> 48 
<211> 12 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 48 

Ser lie Ser Gly Pro Gly Arg Ala 
1 5 



<210> 49 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 49 

gtcgttgacc aggcagccca g 

<210> 50 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 50 

atagaagttg ttcagcaggc a 

<210> 51 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 51 



313.2C1.TXT 



24 



tgaagctctt tgtgacgggc aag 53 



Phe Tyr Thr Gly 
10 



21 



21 
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attaaccctc actaaag 

<210> 52 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 52 

gaattctaaa ctagctagtt eg 

<210> 53 
<211> 128 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 53 



Leu Glu 
1 


Glu 


Ser 


Gly 


Thr 


Glu Phe 


Val Ser 


Cys 


Lys 


5 

Ala 


Ser 


Gly Gly 






20 








Tyr Ala 


He 


Ser 


Trp 


Val 


Arg Gin 




35 








40 


He Gly 


Gly 


He 


Thr 


Pro 


Thr Ser 


50 










55 


Phe Gin 


Gly 


Arg 


Val 


Thr 


He Ser 


65 








70 




Tyr Met 


Glu 


Leu 


Arg 


Ser 


Leu Arg 








85 






Cys Ala 


Arg 


Glu 


Arg 


Arg 


Glu Arg 






100 








Gly Ala 


Leu 


Asp 


Phe 


Trp 


Gly Gin 




115 








120 



313 .2C1.TXT 

17 



22 



Lys Pro 


Pro Gly 


Ser 


Ser 


Val 


Lys 


10 








15 




Thr Phe 


Gly Asp 


Tyr 


Ala 


Ser 


Asn 


25 






30 






Ala Pro 


Gly Gin 


Gly Leu Glu Tyr 






45 








Gly Ser 


Ala Asp 


Tyr Ala Gin Lys 




60 










Ala Asp 


Arg Phe 


Thr 


Pro 


He 


Leu 




75 








80 


He Glu 


Asp Thr 


Ala 


He 


Tyr 


Tyr 


90 








95 




Gly Trp 


Asn Pro 


Arg 


Ala 


Leu 


Arg 


105 






110 






Gly Thr 


Arg Val 


Phe 


Val 


Ser 


Pro 



125 



<210> 54 
<211> 124 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 54 



Leu 


Glu 


Glu 


Ser 


Gly 


Ala 


Ala 


Val 


1 








5 








Val 


Ser 


Cys 


Gin 


Ala 


Ser 


Gly Gly 








20 










Tyr Ala 


Val 


Ser 


Trp 


Val 


Arg 


Gin 






35 










40 


Met 


Gly 
50 


Gly 


He 


Thr 


Pro 


Thr 
55 


Ser 


Phe 


Gin 


Gly 


Arg 


Val 


Thr 


He 


Ser 


65 










70 






Tyr 


Met 


Glu 


Leu 


Arg 
85 


Ser 


Leu 


Arg 


Cys 


Ala 


Arg 


Glu 


Arg 


Arg 


Glu 


Arg 



100 



Gin Lys 


Pro Gly 


Ser 


Ser 


Val 


Arg 


10 








15 




Thr Phe 


Asp Asn 


Phe 


Ala 


Ser 


Asn 


25 






30 






Ala Pro 


Gly Gin 


Gly Leu Glu Trp 






45 








Gly Thr 


Ala Thr 


Tyr 


Ser 


Gin 


Lys 




60 










Ala Ala 


Pro Leu 


Thr 


Pro 


He 


He 




75 








80 


Asp Asp 


Asp Thr 


Ala 


Val 


Tyr 


Tyr 


90 








95 




Gly Trp 


Asn Pro 


Arg 


Ala 


Leu 


Val 


105 






110 
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Gly Ala Leu Asp Val Trp Gly Gin Gly Thr Thr Val 
115 120 



<210> 55 
<211> 128 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 55 



Leu Glu 


Glu 


Ser 


Gly 


Thr 


Glu 


Phe 


1 






5 








Val Ser 


Cys 


Lys 
20 


Ala 


Ser 


Gly 


Gly 


Tyr Ala 


He 
35 


Ser 


Trp 


Val 


Arg 


Gin 
40 


He Gly 


Gly 


He 


Thr 


Pro 


Thr 


Ser 


50 










55 




Phe Gin 


Gly 


Arg 


Val 


Thr 


He 


Ser 


65 








70 






Tyr Met 


Glu 


Leu 


Arg 
85 


Ser 


Leu 


Arg 


Cys Ala 


Arg 


Glu 
100 


Arg 


Arg 


Glu 


Arg 


Gly Ala 


Leu 
115 


Asp 


Phe 


Trp 


Gly 


Gin 
120 



<210> 56 
<211> 128 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 56 



Leu 


Glu 


Glu 


Ser 


Gly 


Ala 


Glu 


Val 


1 








5 








Val 


Ser 


Cys 


Lys 
20 


Ala 


Ser 


Gly 


Gly 


Tyr Ala 


He 


Ser 


Trp 


Val 


Arg 


Gin 






35 










40 


Met 


Gly 
50 


Gly 


He 


Thr 


Pro 


Thr 

55 


Ser 


Phe 


Gin 


Gly 


Arg 


Val 


Thr 


He 


Ser 


65 










70 






Tyr 


Met 


Glu 


Leu 


Arg 
85 


He 


Leu 


Arg 


Cys 


Ala 


Arg 


Glu 
100 


Arg 


Arg 


Glu 


Arg 


Gly Ala 


Leu 


Glu 


Val 


Trp 


Gly 


Gin 






115 










120 



<210> 57 
<211> 128 
<212> PRT 

<213> Artificial Sequence 



Lys 


Pro 


Pro 


Gly Ser 


Ser 


Val 


Lys 




10 








15 




Thr 


Phe 


Gly 


Asp Tyr 


Ala 


Ser 


Asn 


25 








30 






Ala 


Pro 


Gly 


Gin Gly 


Leu 


Glu 


Tyr 








45 








Gly 


Ser 


Ala 


Asp Tyr 


Ala 


Gin 


Lys 








60 








Ala 


Asp 


«i y 


Phe Thr 


Pro 


He 


Leu 






7 S 








ftf) 

o u 


lie 


ril n 

ui u. 


l\ airs 


Thr Ala 


Hp 


.Lyx 


xyr 




QO 








QS 




vji y 


iL y 


Asn 


Pro Arg 


Ala 


T .^i l 
uc u. 


A rrr 

r\-L y 


1 Ci^ 

_L U J 








11U 








Thy 
± hi. 




VCt_L IrilC 


V d J. 




tr J. \J 








1 9R 








Lys 




Pro 


Gly Ser 


Ser 


Val 


Lys 




10 








15 




He 


Phe 


Ser 


Asp Phe 


Ala 


Ser 


Asn 


25 








30 






Ala 


Pro 


Gly 


Gin Gly 


Leu 


Glu 


Tyr 








45 








Gly 


Ser 


Ala 


Asp Tyr 


Ala 


Gin 


Lys 








60 








Ala 


Asp 


Ala 


Ala Thr 


Pro 


Arg 


Val 






75 








80 


Ser 


Glu 


Asp 


Thr Ala 


Val 


Tyr 


Phe 




90 








95 




Gly 


Trp 


Asn 


Pro Arg 


Ala 


Leu 


Arg 


105 








110 






Gly 


Thr 


Thr 


Val He 


Val 


Ser 


Pro 








125 
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<220> 

<223> Synthesized 



313 .2C1 .TXT 



<400> 57 



Leu 


Glu 


Glu 


Ser 


Gly 


Ala 


Ala 


Val 


i 
j. 
















Val 


Ser 


Cys 


Gin 


Ala 


Ser 


Gly 


Gly 


Tyr 


Ala 


Val 

"3 C 


Ser 


Trp 


Val 


Arg 


Gin 


Met 


Gly 
50 


Gly 


He 


Thr 


Pro 


Thr 
55 


Ser 


Phe 


Gin 


Gly 


Arg 


Val 


Thr 


He 


Ser 


65 










70 






Tyr 


Met 


Glu 


Leu 


Arg 
85 


Ser 


Leu 


Arg 


Cys 


Ala 


Arg 


Glu 
100 


Arg 


Arg 


Glu 


Arg 


Gly 


Ala 


Leu 
115 


Asp 


Val 


Trp 


Gly 


Gin 
120 



<210> 58 
<211> 128 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 58 



Leu 


Glu 


Gin 


Ser 


Gly 


Ala 


Glu 


Val 


1 








5 








Val 


Ser 


Cys 


Lys 
20 


Thr 


Ser 


Gly 


Gly 


His 


Ala 


He 
35 


Ser 


Trp 


Val 


Arg 


Gin 
40 


Met 


Gly 
50 


Gly 


He 


Thr 


Pro 


Thr 
55 


Ser 


Phe 


Gin 


Ala 


Arg 


Val 


Thr 


He 


Ser 


65 










70 






Tyr 


Met 


Glu 


Leu 


Arg 
85 


Ser 


Leu 


Arg 


Cys 


Ala 


Thr 


Glu 
100 


Arg 


Arg 


Glu 


Arg 


Gly 


Ala 


Leu 
115 


Asp 


He 


Trp 


Gly 


Gin 
120 



<210> 59 
<211> 128 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 59 

Leu Glu Glu Ser Gly Gly Arg Leu 

1 5 
Leu Ser Cys Glu Gly Ser Gly Phe 
20 

Trp Val Arg Gin Ser Pro Gly Lys 



Gin 


Lys 


Pro Gly 


Ser 


Ser 


Val 


Arg 




10 








15 




Thr 


Phe 


nop no 1 1 


Phe 


Ala 


Ser 


Asn 


£t .J 














Al f\ 

nl d 


JT JL \J 


filv din 


vjx y 


JUCU 












45 








Gly 


Thr 


Ala Thr 


Tyr 


Ser 


Gin 


Lys 






60 










Ala 


Ala 


Pro Leu 


Thr 


Pro 


He 


He 






75 








80 


Asp 


Asp 


Asp Thr 


Ala 


Val 


Tyr 


Tyr 




90 








95 




Gly 


Trp 


Asn Pro 


Arg 


Ala 


Leu 


Val 


105 








110 






Gly 


Thr 


Thr Val 


He 


Val 


Ser 


Ser 








125 








j_i_y o 


j-j_y o 


Pro nl \/ 


OC1 


Cpr- 


Val 

V CL -L 


T a/c: 




1 0 








1 5 




Thr 


Phe 


Cpy AQTTi 
ijci n }J 


xy j. 


Ala 


Ser 


Asn 
















Ai a 
r\±.cx 


Pro 








\3l U. 










45 








Gly 


Thr 


Ala Asp 


Tyr 


Ala 


Gin 


Lys 






60 










Ala 


His 


Glu Phe 


Thr 


Pro 


lie 


Val 






75 








80 


Ser 


Asp 


Gin His 


Ala 


Thr 


Tyr 


Tyr 




90 








95 




Gly 


Trp 


Asn Pro 


Arg 


Ala 


Leu 


Arg 


105 








110 






Gly 


Thr 


Thr Val 


He 


Val 


Ser 


Ser 








125 








Val 


Lys 


Pro Gly 


Gly 


Ser 


Leu 


Arg 




10 








15 




Thr 


Phe 


Thr Asn 


Ala 


Trp 


Met 


Thr 


25 








30 






Gly 


Leu 


Glu Trp 


Val 


Ala 


Ser 


He 
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35 40 





Ser 


Lys 


Phe Asp Gly 


Gly 


Ser 


50 








55 




Gly Arg 


Phe 


Ser lie 


Ser 


Arg 


Asn 


65 








70 






Glu 


Met 


Ser 


Gly Leu 
85 


Lys 


Ala 


Glu 


Thr 


Lys 


Tyr 


Pro Arg 
100 


Tyr 


Ser 


Asp 


Phe 


Tyr 


Met 


Asp Val 


Trp 


Gly Lys 






115 








120 



313 .2C1.TXT 

45 

Pro His Tyr Ala Ala Pro Val Glu 
60 

Asp Leu Glu Asp Lys Met Phe Leu 

75 80 
Asp Thr Gly Val Tyr Tyr Cys Ala 

90 95 
Met Val Thr Gly Val Arg Asn His 
105 HO 
Gly Thr Thr Val He Val Ser Ser 
125 



<210> 60 
<211> 128 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 60 



Leu 


Glu 


Gin 


Ser 


Gly 


Gly 


Gly Leu Val Lys Pro Gly Gly Ser Leu Arg 


1 








5 


10 




15 




Leu 


Ser Cys 


Glu 


Gly 


Ser 


Gly Phe Thr Phe Thr Asn Ala 


Trp 


Met 


Thr 








20 






25 


30 






Trp Val Arg 


Gin 


Ser 


Pro 


Gly Lys Gly Leu Glu Trp Val 


Ala 


Ser 


He 






35 








40 45 










Ser 


Lys 


Phe 


Asp 


Gly 


Gly Ser Pro His Tyr Ala Ala 


Pro 


Val 


Glu 


50 










55 60 




Phe 




Gly Arg 


Phe 


Thr 


He 


Ser 


Arg Asn Asp Leu Glu Asp Lys 


Leu 


Leu 


65 










70 


75 






80 


Glu 


Met 


Ser 


Gly 


Leu 


Lys 


Ala Glu Asp Thr Gly Val Tyr 


Tyr 


Cys 


Ala 








85 




90 




95 




Thr 


Lys 


Tyr 


Pro 


Arg 


Tyr 


Phe Asp Met Met Ala Gly Val 


Arg 


Asn 


His 




100 






105 


110 






Phe 


Tyr 


Met 


Asp 


Val 


Trp 


Gly Thr Gly Thr Thr Val He 


Val 


Ser 


Ser 



115 ~ *" ~ 120 125 



<210> 61 
<211> 128 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 61 



Leu 


Glu 


Glu 


Ser 


Gly 


Gly 


Gly Leu Val Lys Pro Gly Gly Ser Leu Arg 


1 








5 


10 


15 




Leu 


Ser 


Cys 


Glu 


Gly 


Ser 


Gly Phe Thr Phe Thr Asn Ala Trp 


Met 


Thr 






20 






25 30 






Trp 


Val 


Arg 


Gin 


Ser 


Pro 


Gly Lys Gly Leu Glu Trp Val Ala 


Ser 


He 




35 








40 45 






Lys 


Ser 


Lys 


Phe 


Asp 


Gly 


Gly Ser Pro His Tyr Ala Ala Pro 


Val 


Glu 


50 










55 60 






Gly Arg 


Phe 


Thr 


He 


Ser 


Arg Asn Asp Leu Glu Asp Lys Leu 


Phe 


Leu 


65 










70 


75 




80 


Glu 


Met 


Ser 


Gly 


Leu 


Lys 


Ala Glu Asp Thr Gly Val Tyr Tyr 


Cys 


Ala 








85 




90 


95 




Thr 


Lys 


Tyr 


Pro 


Arg 


Tyr 


Ser Asp Met Met Ala Gly Val Arg 


Asn 


His 




100 






105 110 
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Leu Tyr Met Asp Val Trp Gly Lys Gly Thr Thr Val He Val Ser Ser 
115 120 125 



<210> 62 
<211> 128 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 62 

Leu Glu Glu Ser Gly Gly Arg Leu 

1 5 
Leu Ser Cys Glu Ala Ser Gly Phe 
20 

Trp Val Arg Gin Ser Pro Gly Lys 

35 40 
Lys Arg Lys Phe Asp Gly Gly Ser 

50 55 
Gly Arg Phe Ser He Ser Arg Asn 
65 70 
Glu Met Ser Gly Leu Lys Ala Glu 
85 

Thr Lys Tyr Pro Arg Tyr Ser Asp 
100 

Phe Tyr Met Asp Val Trp Gly Lys 
115 120 



Val Lys Pro Gly Gly 


Ser 


Leu 


Arg 


10 




15 




Thr Phe Thr Asn Ser 


Trp 


Met 


Thr 


25 


30 






Gly Leu Glu Trp Val 


Ala 


Ser 


He 


45 








Pro His Tyr Ala Ala 


Pro 


Val 


Glu 


60 








Asp Leu Glu Asp Lys 


Met 


Phe 


Leu 


75 






80 


Asp Thr Gly Val Tyr 


Tyr 


Cys 


Ala 


90 




95 




Met Met Thr Gly Val 


Arg 


Asn 


His 


105 


110 






Gly Thr Thr Val He 


Val 


Ser 


Ser 



125 



<210> 63 
<211> 128 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 63 



Leu 


Glu 


Glu Ser Gly 


Gly Gly Leu 


1 








5 




Leu 


Ser 


Cys 


Glu 


Ser 


Ser Gly Phe 






20 






Trp 


Val 


Arg 


Gin 


Ser 


Pro Gly Lys 




35 






40 


Lys 


Ser 


Lys 


Phe 


Asp 


Gly Gly Ser 




50 








55 


Gly 


Arg 


Phe 


Thr 


He 


Ser Arg Asn 


65 










70 


Glu 


Met 


Ser Gly Leu 


Lys Ala Glu 










85 




Thr 


Lys 


Tyr 


Pro 


Arg 


Tyr Ser Asp 






100 






Phe 


Tyr 


Met 


Asp 


Val 


Trp Gly Lys 




115 






120 



Val Lys Pro Gly Gly Ser Leu Arg 

10 " 15 

Thr Phe Thr Asn Ala Trp Met Thr 
25 30 
Gly Leu Glu Trp Val Ala Ser He 
45 

Pro His Tyr Ala Ala Pro Val Glu 
60 

Asp Leu Glu Asp Lys Leu Phe Leu 

75 80 
Asp Thr Gly Val Tyr Tyr Cys Ala 

90 95 
Met Met Ala Gly Val Arg Asn His 
105 HO 
Gly Thr Thr Val He Val Ser Ser 
125 



<210> 64 
<211> 128 
<212> PRT 
<213> Artificial 



Sequence 



Page 16 



<220> 

<223> Synthesized 



313 .2C1 .TXT 



<400> 64 












Leu 


Glu 


Glu 


ser 


KjLy 


Pi \r 


Arg 


Leu 


X 








5 








Leu 


Ser 


Cys 


pi n 
20 


pi i/ 
kjiy 


Ser 


Pi \r 


trie 


Trp 


Val 


Arg 

O D 


pi n 


Car 

oer 


Pro 


Pl 17" 


Lys 
40 


Lys 


Ser 
50 


Lys 


Fne 


Asp 


(aiy 


pi, r 
biy 

55 


Ser 


Gly 


Arg 


Phe 


Ser 


He 


Ser 


Arg 


Asn 


65 










70 






Glu 


Met 


Ser 


Gly 


Leu 
85 


Lys 


Ala 


Glu 


Thr 


Lys 


Tyr 


Pro 
100 


Arg 


Tyr 


Ser 


Asp 


Phe 


Tyr 


Met 
115 


Asp 


Val 


Trp 


Gly 


Lys 
120 



<210> 65 
<211> 128 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 65 



Leu 


Glu 


Glu 


Ser 


Gly 


Gly 


Gly 


Leu 


1 








5 








Leu 


Ser 


Cys 


Ala 
20 


Gly 


Ser 


Gly 


Phe 


Trp 


Val 


Arg 
35 


Gin 


Ser 


Pro 


Gly 


Lys 
40 


Lys 


Ser 
50 


Lys 


Phe 


Asp 


Gly 


Gly 
55 


Ser 


Gly 


Arg 


Phe 


Thr 


He 


Ser 


Arg 


Asn 


65 










70 






Glu 


Met 


Ser 


Gly 


Leu 
85 


Lys 


Ala 


Glu 


Thr 


Lys 


Tyr 


Pro 
100 


Arg 


Tyr 


Tyr 


Asp 


Tyr 


Tyr 


Met 
115 


Asp 


Val 


Trp 


Gly 


Lys 
120 



<210> 66 
<211> 124 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 66 

Leu Glu Gin Ser Gly Ala Glu Val 

1 5 
Val Ser Cys Gin Ala Ser Gly Tyr 
20 

Trp Val Arg Gin Ala Pro Gly Gin 



\7a 1 
Val 




Pro Gly 


ox _y 




UC Li. 


A -rn 




1 n 










1 s 

X .J 




i Hi 




Thr 


Asn 


A 1 = 

t\LCL 


i rp 




1 11X 


Z 3 










J u 






Pi \r 


Leu 


Glu 


Trp 


val 


Ala 
Aid 


Cor 
OCX 


Tip 

lie 










45 








Pro 


His 


Tyr Ala 


Ala 


Pro 


Val 


Glu 








60 










Asp 


Leu 


Glu 


Asp 


Lys 


Met 


Phe 


Leu 






75 










80 


Asp 


Thr 


Gly Val 


Tyr 


Tyr 


Cys 


Ala 




90 










95 




Met 


Met 


Thr 


biy 


Val 


Arg 


Asn 


His 


105 










110 






Gly 


Thr 


Thr 


vai 


He 


Val 


Ser 


Ser 










125 








vai 


j-jy o 


Pro 


Gly 


Pi v 


OCi 




A ttt 
-rtx y 




1 n 










1 R 

X D 




1 IlX 


pVi o 
irllfci 


Thr 


Asn 


Ala 
i-iXcl 


irp 


Mot- 


J. IlX 


Z 0 










3 u 






Pi \r 


Leu 


Glu 


Trp 


vai 


Ala 
Ala 


Ser 


x ie 










45 








Ser 


His 


Tyr 


Pro 


Gly 


Pro 


Val 


Glu 








60 










Tyr 


He 


Glu 


Asp 


Lys 


Leu 


Phe 


Leu 






75 










80 


Asp 


Thr 


Gly Val 


Tyr 


Tyr 


Cys 


Ala 




90 










95 




Met 


Met 


Arg 


Gly 


Val 


Arg 


Asn 


His 


105 










110 






Gly 


Thr 


Thr 


Val 


He 


Val 


Ser 


Ser 










125 








Lys 


Lys 


Pro Gly 


Ala 


Ser 


Val 


Lys 




10 










15 




Arg 


Phe 


Ser 


Asn 


Phe 


Val 


He 


His 


25 










30 






Arg 


Phe 


Glu 


Trp 


Met 


Gly 


Trp 


He 
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35 








40 


Asn 


Pro 


Tyr 


Asn Gly Asn 


Lys 


Glu 




SO 












Val 


Thr 


Phe 


Thr 


Ala Asp 


Thr 


Ser 










70 






Arg 


Ser 


Leu 


Arg 


Ser Ala 
85 


Asp 


Thr 


Gly 


Pro 


Tyr 


Ser 
100 


Trp Asp 


Asp 


Ser 


Val 


Trp 


Gly 
115 


Lys 


Gly Thr 


Thr 


Val 
120 



<210> 67 
<211> 124 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 67 



Leu 


Glu 


Gin 


Ser 


Gly 


Ala 


Glu 


Val 


1 








5 








Val 


Ser 


Cys 


Gin 


Ala 


Ser 


Gly 


Tyr 








20 










Trp 


Val 


Arg 


Gin 


Ala 


Pro 


Gly 


Gin 






35 










40 


Asn 


Pro 


Tyr 


Asn 


Gly 


Asn 


Lys 


Glu 




50 










55 




Val 


Thr 


Phe 


Thr 


Ala 


Asp 


Thr 


Asp 


65 










70 






Arg 


Ser 


Leu 


Arg 


Ser 
85 


Ala 


Asp 


Thr 


Gly 


Pro 


Tyr 


Thr 


Trp 


Asp 


Asp 


Ser 








100 










Val 


Trp 


Gly 


Lys 


Gly 


Thr 


Lys 


Val 






115 










120 



<210> 68 
<211> 124 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 68 



Leu 


Glu 


Gin 


Ser 


Gly 


Ala 


Glu 


Val 


1 








5 








Val 


Ser 


Cys 


Gin 


Ala 


Ser 


Gly 


Tyr 








20 










Trp 


Val 


Arg 


Gin 


Ala 


Pro 


Gly 


Gin 






35 










40 


Asn 


Pro 


Tyr 


Asn 


Gly 


Asn 


Lys 


Glu 




50 










55 




Val 


Thr 


Phe 


Thr 


Ala 


Asp 


Thr 


Asp 


65 










70 






Arg 


Ser 


Leu 


Arg 


Ser 


Thr 


Asp 


Thr 










85 








Gly 


Pro 


Tyr 


Thr 


Trp 


Asp 


Asp 


Ser 



100 



313.2C1.TXT 

45 



Phe 


Ser 


Ala 


Lys 


Phe 


Gin 


Asp 


Arg 








60 










Ala 


Asn 


Thr 


Ala 


Tyr 


Met 


Glu 


Leu 






75 










80 


Ala 


Val 


Tyr 


Tyr 


Cys 


Ala 


Arg 


Val 




90 










95 




Pro 


Gin 


Asp 


Asn 


Tyr 


Tyr 


Met 


Asp 


105 










110 






He 


Val 


Ser 


Ser 










Lys 


Lys 


Pro 


Glv 


Ala 


Ser 


Val 


Lys 




10 










15 




Arcr 


Phe 


Ser 


Asn 


Phe 


Val 


He 


His 


25 










30 






Arg 


Phe 


Glu 


Tro 


Met 


Glv 


Tro 


He 










45 








Phe 


Ser 


Ala 


Lys 


Phe 


Gin 


Asp 


Arg 








60 










Ala 


Asn 


Thr 


Ala 


Tyr 


Met 


Glu 


Leu 






75 










80 


Ala 


He 


Tyr 


Tyr 


Cys 


Ala 


Arg 


Val 




90 










95 




Pro 


Gin 


Asp 


Asn 


Tyr 


Tyr 


Met 


Asp 


105 










110 






He 


Val 


Ser 


Ser 










Lys 


Lys 


Pro 


Glv 


Ala 




Val 


Lys 




10 










15 




Atct 


Phe 


Ser 


Asn 


Phe 


Val 


He 


His 


25 










30 






Arg 


Phe 


Glu 


Ttd 


Met 


Gly 




He 










45 








Phe 


Ser 


Ala 


Lys 


Phe 


Gin 


Asp 


Arg 








60 










Ala 


Asn 


Thr 


Ala 


Tyr 


Met 


Glu 


Leu 






75 










80 


Ala 


He 


Tyr 


Tyr 


Cys 


Ala 


Arg 


Val 




90 










95 




Pro 


Gin 


Asp 


Asn 


Tyr 


Tyr 


Met 


Asp 


105 










110 
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Val Trp Gly Lys Gly Thr Lys Val 
115 120 



<210> 69 
<211> 130 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 69 



Leu 


Glu 


Glu 


Ser 


Gly 


Gly 


Gly 


Leu 


1 








5 








Leu 


Ser 


Cys 


Val 
20 


Gly 


Ser 


Gly 


Phe 


Trp Val 


Arg 


Gin 


Ala 


Pro 


Gly 


Arg 






35 










40 


Lys 


Ser 
50 


Lys 


Ala 


Asp 


Gly 


Glu 
55 


Thr 


Gly Arg 


Phe 


Ser 


He 


Ser 


Arg 


Asn 


65 










70 






Gin 


Met 


Asp 


Ser 


Leu 
85 


Arg 


Ala 


Asp 


Thr 


Gin 


Lys 


Pro 
100 


Arg 


Tyr 


Phe 


Asp 


Val 


Ala 


Gly 
115 


Ala 


Phe 


Asp 


Val 


Trp 
120 



Ser Pro 
130 



<210> 70 
<211> 130 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 70 



Leu 


Glu 


Glu 


Ser 


Gly 


Gly 


Gly 


Leu 


1 








5 








Leu 


Ser 


Cys 


Val 
20 


Gly 


Ser 


Gly 


Phe 


Trp 


Val 


Gly 
35 


Gin 


Ala 


Pro 


Gly 


Arg 
40 


Lys 


Ser 
50 


Lys 


Ala 


Asp 


Gly 


Glu 
55 


Thr 


Gly 


Arg 


Phe 


Ser 


He 


Ser 


Arg 


Asn 


65 










70 






Gin 


Met 


Asp 


Ser 


Leu 
85 


Arg 


Ala 


Asp 


Thr 


Gin 


Lys 


Pro 
100 


Arg 


Tyr 


Phe 


Asp 


Val 


Ala 


Gly 
115 


Ala 


Phe 


Asp 


Val 


Trp 
120 



Ser Pro 
130 



313 .2C1.TXT 
He Val Ser Ser 



Val Lys 


Pro Gly Gly 


Ser 


Leu 


Arg 


10 






15 




Thr Phe 


Ser Ser Ala 


Trp 


Met 


Ala 


25 




30 






Gly Leu Glu Trp Val 


Gly 


Leu 


He 




45 








Thr Asp Tyr Ala Thr 


Pro 


Val 


Lys 




60 








Asn Leu 


Glu Asp Thr 


Val 


Tyr 


Leu 




75 






80 


Asp Thr 


Ala Val Tyr 


Tyr 


Cys 


Ala 
Aid 


90 










Leu Leu 


Ser Gly Gin 


Tyr 


Arg 


Arg 


105 




1 1 n 
111) 






Gly His 


Gly Thr Thr 


Val 


Thr 


vai 




125 








Val Lys 


Ala Gly Gly 


Ser 


Leu 


Arg 


10 






15 




Thr Phe 


Ser Ser Ala 


Trp 


Met 


Ala 


25 




30 






Gly Leu Glu Trp Val 


Gly 


Leu 


He 




45 








Thr Asp 


Tyr Ala Thr 


Pro 


Val 


Lys 




60 








Asn Leu 


Glu Asp Thr 


Val 


Tyr 


Leu 




75 






80 


Asp Thr 


Ala Val Tyr 


Tyr 


Cys 


Ala 


90 






95 




Leu Leu 


Ser Gly Gin 


Tyr 


Arg 


Arg 


105 




110 






Gly His 


Gly Thr Thr 


Val 


Thr 


Val 




125 









<210> 71 
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<211> 130 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 71 







O CI 




Glv 


Gly Leu 


He 


Lys 


Pro 


Gly 


Glv 


Ser 


Leu 


Arg 


1 






5 








10 










15 




T .pi l Cpy- 


Cys 


Val 


Gly 


Ser 


Gly Phe 


Thr 


Phe 


Ser 


Ser 


Ala 


Tro 


Met 


Thr 






20 








25 










30 






Trp Val 


"J- y 


Gin 


Ala 


Pro 


Gly Lys 


Gly 


Leu 


Glu 


Trp 


He 


Glv 


Leu 


He 




35 








40 










45 








Lys Ser 


Lys 


Ala 


Asp 


Gly 


Glu Thr 


Thr 


Asp 


Tyr 


Ala 


Thr 


Pro 


Val 


Lys 


50 










55 








60 










Gly Arg 


Phe 


Thr 


He 


Ser 


Atct A^n 


Asn 


Leu 


Glu 


Asn 


Thr 


Val 


Tvr 


Leu 


65 








70 








75 










80 


Gin Met 


Asp 


Ser 


Leu 


Arg 


Ala Asp 


Asp 


Thr 


Ala 


Val 


Tyr 


Tyr 


Cys 


Ala 








85 








90 










95 




Thr Gin 


Lys 


Pro 


Ser 


Tyr 


Tyr Asn 


Leu 


Leu 


Ser 


Gly 


Gin 


Tyr 


Arg 


Arg 






100 








105 










110 






Val Ala 


Gly 


Ala 


Phe 


Asp 


Val Trp 


Gly His 


Gly Thr 


Thr 


Val 


Thr 


Val 




115 








120 










125 








Ser Pro 




























130 




























<210> 72 


























<211> 125 


























<212> PRT 


























<213> Artificial Sequence 


















<220> 




























<223> Synthesized 






















<400> 72 


























Leu Glu 


Glu 


Ser 


Gly 


Glu 


Ala Val 


Val 


Gin 


Pro Gly 


Arg 


Ser 


Leu 


Arg 


1 






5 








10 










15 




Leu Ser 


Cys 


Ala 


Ala 


Ser 


Gly Phe 


He 


Phe 


Arg 


Asn 


Tyr 


Ala 


Met 


His 






20 








25 










30 






Trp Val 


Arg 


Gin 


Ala 


Pro 


Gly Lys 


Gly 


Leu 


Glu 


Trp 


Val 


Ala 


Leu 


He 




35 








40 










45 








Lys Tyr 


Asp 


Gly 


Arg 


Asn 


Lys Tyr 


Tyr 


Ala 


Asp 


Ser 


Val 


Lys 


Gly 


Arg 


50 










55 








60 










Phe Thr 


He 


Ser 


Arg 


Asp 


Asn Ser 


Lys 


Asn 


Thr 


Leu 


Tyr 


Leu 


Gin 


Met 


65 








70 








75 










80 


Asn Ser 


Leu 


Arg 


Ala 


Glu 


Asp Thr 


Ala 


Val 


Tyr 


Tyr 


Cys 


Ala 


Arg 


Asp 








85 








90 










95 




He Gly 


Leu 


Lys 


Gly 


Glu 


His Tyr 


Asp 


He 


Leu 


Thr 


Ala 


Tyr 


Gly 


Pro 






100 








105 










110 






Asp Tyr 


Trp 


Gly 


Gin 


Gly 


Thr Leu 


Val 


Thr 


Val 


Ser 


Ser 










115 








120 










125 









<210> 73 
<211> 125 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
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<400> 73 




Leu 


Glu 


Gin 


Ser Gly Glu Ala Val 
5 


1 
Leu 


Ser 


Cys 


Ala Ala Ser Gly Phe 








20 


Trp 


Val 


Arg 


Gin Ala Pro Gly Lys 




35 


40 


Lys 


Tyr 


Asp 


Gly Arg Asn Lys Tyr 


50 




55 


Phe 


Ser 


He 


Ser Arg Asp Asn Ser 


65 






70 


Asn 


Ser 


Leu 


Arg Ala Glu Asp Thr 








85 


He Gly 


Leu 


Lys Gly Glu His Tyr 








100 


Asp 


Tyr 


Trp 


Gly Gin Gly Ala Leu 




115 


120 
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Val Gin Pro Gly Thr Ser Leu Arg 

10 15 
Thr Phe Arg Asn Tyr Ala Met His 
25 30 
Gly Leu Glu Trp Val Ala Leu He 
45 

Tyr Ala Asp Ser Val Lys Gly Arg 
60 

Lys Asn Thr Leu Tyr Leu Glu Met 

75 80 
Ala Val Tyr Tyr Cys Ala Arg Asp 

90 95 
Asp He Leu Thr Ala Tyr Gly Pro 
105 HO 
Val Thr Val Ser Ser 
125 



<210> 74 






<211> 125 






<212> PRT 






<213> Artificial Sequence 




<220> 






<223> Synthesized 






<400> 74 






Leu Glu Gin Ser Gly 


Glu Ala 


Val 


1 5 






Leu Ser Cys Ala Ala 


Ser Gly 


Phe 


20 






Trp Val Arg Gin Ala 


Pro Gly 


Lys 


35 




40 


Lys Tyr Asp Gly Arg 


Asn Lys 


Tyr 


50 


55 




Phe Thr He Ser Arg 


Asp Asn 


Ser 


65 


70 




Asn Ser Leu Arg Ala 


Glu Asp 


Thr 


85 






He Gly Leu Lys Gly 


Glu His 


Tyr 


100 






Asp Tyr Trp Gly Gin 


Gly Thr 


Leu 


115 




120 



Val Gin Pro Gly Arg Ser Leu Arg 

10 15 
He Phe Arg Asn Tyr Ala Met His 
25 30 
Gly Leu Glu Trp Val Ala Leu He 
45 

Tyr Ala Asp Ser Val Lys Gly Arg 
60 

Lys Asn Thr Leu Tyr Leu Gin Met 

75 80 
Ala Val Tyr Tyr Cys Ala Arg Asp 

90 95 
Asp He Leu Thr Ala Tyr Gly Pro 
105 HO 
Val Thr Val Ser Ser 
125 



<210> 75 
<211> 125 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 75 

Leu Glu Glu Ser Gly Glu Ala Val Val Gin Pro Gly Thr Ser Leu Arg 

15 10 15 

Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Arg Asn Tyr Ala Met His 

20 25 30 

Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Leu He 

35 40 45 

Lys Tyr Asp Gly Arg Asn Lys Tyr Tyr Ala Asp Ser Val Lys Gly Arg 
50 " 55 60 
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Phe Ser lie Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr Leu Glu Met 
65 70 75 80 

Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg Asp 

85 90 95 

He Gly Leu Lys Gly Glu His Tyr Asp He Leu Thr Ala Tyr Gly Pro 

100 105 HO 

Asp Tyr Trp Gly Gin Gly Ala Leu Val Thr Val Ser Ser 
115 " 120 125 



<210> 76 
<211> 125 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 76 



Leu 


Glu 


Gin 


Ser Gly 
5 


Glu Ala 


Val 


1 

Leu 


Ser 


Cys 


Ala Ala 


Ser Gly 


Phe 








20 






Trp 


Val 


Arg 


Gin Ala 


Pro Gly Lys 




35 






40 


Lys 


Tyr 


Asp 


Gly Arg 


Asn Lys 


Tyr 




50 






55 




Phe 


Thr 


He 


Ser Arg 


Asp Asn 


Ser 


65 








70 




Asn 


Ser 


Leu Arg Ala 


Glu Asp 


Thr 








85 






He 


Gly 


Leu 


Lys Ala 


Glu His 


Tyr 








100 






Asp 


Tyr 


Trp 


Gly Gin 


Gly Thr 


Leu 






115 






120 



Val Gin Pro Gly Arg Ser Leu Arg 

10 15 
Thr Phe Arg Asn Tyr Ala Met His 
25 30 
Gly Leu Glu Trp Val Ala Leu He 
45 

Tyr Ala Asp Ser Val Lys Gly Arg 
60 

Lys Asn Thr Leu Tyr Leu Gin Met 

75 80 
Ala Val Tyr Tyr Cys Ala Arg Asp 

90 95 
Asp He Leu Thr Ala Tyr Gly Pro 
105 HO 
Val Thr Val Ser Ser 
125 



<210> 77 
<211> 125 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 77 



Leu 


Glu 


Gin 


Ser 


Gly 
5 


Glu 


Ala 


Val 


1 

Leu 


Ser 


Cys 


Ala 


Ala 


Ser 


Gly 


Phe 








20 










Trp 


Val 


Arg 


Gin 


Ala 


Pro 


Gly 


Lys 






35 










40 


Lys 


Tyr 


Asp 


Gly 


Arg 


Asn 


Lys 


Tyr 




50 










55 




Phe 


Thr 


He 


Ser 


Arg 


Asp 


Asn 


Ser 


65 










70 






Asn 


Ser 


Leu 


Arg 


Ala 


Glu 


Asp 


Thr 










85 








He 


Gly 


Leu 


Lys 


Gly 


Glu 


His 


Tyr 








100 










Asp 


Tyr 


Trp 


Gly 


Gin 


Gly Thr Leu 






115 










120 



Val Gin Pro Gly Arg Ser Leu Arg 

10 15 
He Phe Arg Asn Tyr Ala Met His 
25 30 
Gly Leu Glu Trp Val Ala Leu He 
45 

Tyr Ala Asp Ser Val Lys Gly Arg 
60 

Lys Asn Thr Leu Tyr Leu Gin Met 

75 80 
Ala Val Tyr Tyr Cys Ala Arg Asp 

90 95 
Asp He Leu Thr Ala Tyr Gly Pro 
105 HO 
Val Thr Val Ser Ser 
125 
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<210> 78 
<211> 128 
<212> PRT 
<213> Artificial 



Sequence 



<220> 

<223> Synthesized 



<400> 78 










Leu 


Glu 


Gin 


Ser 


Gly 


Gly 


Gly Val 


1 








5 






Leu 


Ser 


Cys 


Glu 


Gly 


Ser 


Gly Phe 








20 








Trp 


Val 


Arg 


Gin 


Ser 


Pro 


Gly Lys 




35 








40 


Lys 


Ser 


Lys 


Phe 


Asp 


Gly 


Gly Ser 




50 










55 


Gly Arg 


Phe 


Thr 


He 


Ser 


Arg Asn 


65 










70 




Gin 


Met 


Asn 


Gly 


Leu 


Lys 


Ala Glu 










85 






Thr 


Arg 


Tyr 


Pro 


Arg 


Tyr 


Ser Glu 








100 








Phe 


Tyr 


Met 


Asp 


Val 


Trp 


Gly Lys 




115 








120 



Val Lys Pro Gly Gly Ser Leu Arg 

10 15 
Thr Phe Pro Asn Ala Trp Met Thr 
25 30 
Gly Leu Glu Trp Val Ala Ser He 
45 

Pro His Tyr Ala Ala Pro Val Glu 
60 

Asp Leu Glu Asp Lys Val Phe Leu 

75 80 
Asp Thr Gly Val Tyr Tyr Cys Ala 

90 95 
Met Met Gly Gly Val Arg Lys His 
105 HO 
Gly Thr Thr Val Ser Val Ser Ser 
125 



<210> 79 
<211> 128 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthesized 



<400> 79 


















Leu 


Glu 


Glu 


Ser 


Gly 


Gly 


Gly Val Val Lys Pro Gly Gly 


Ser 


Leu 


Arg 


1 








5 




10 






15 




Leu 


Ser 


Cys 


Glu 


Gly 


Ser 


Gly Phe Thr Phe Pro Asn 


Ala 


Trp 


Met 


Thr 






20 






25 




30 




He 


Trp 


Val 


Arg 


Gin 


Ser 


Pro 


Gly Lys Gly Leu Glu Trp 


Val 


Ala 


Ser 




35 








40 


45 






Glu 


Lys 


Ser 


Lys 


Phe 


Asp 


Gly 


Gly Ser Pro His Tyr Ala 


Ala 


Pro 


Val 


50 










55 60 






Phe 




Gly 


Arg 


Phe 


Thr 


He 


Ser 


Arg Asn Asp Leu Glu Asp 


Lys 


Val 


Leu 


65 








70 


75 








80 


Gin 


Met 


Asn 


Gly 


Leu 


Lys 


Ala Glu Asp Thr Gly Val 


Tyr 


Tyr 


Cys 


Ala 








85 


90 






95 


His 


Thr 


Arg 


Tyr 


Pro 


Arg 


Tyr 


Ser Glu Met Met Gly Gly Val 


Arg 


Lys 




100 






105 




110 






Phe 


Tyr 


Met 


Asp 


Val 


Trp 


Gly Lys Gly Thr Thr Val 


Ser 


Val 


Ser 


Ser 




115 






120 


125 









<210> 80 
<211> 122 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
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<400> 80 



T.^n din din 
ucu uxu uxu 


Ser 


Glv 

\jxy 


Glv 

oxy 


Glv 


Leu 


Val 


Gin 


Pro Gly 


Arg 


Ser 


Leu Arg 


1 

X 




5 










10 










15 


\T&~\ Qf^T Pvq 


Glu 


Ala 


Ser 


Glv 

vjxy 


Phe 


Thr 


Phe 


Ser 


Ser 


Tvr 

x y j- 


Glu 


Met Asn 




20 










25 










30 




ffyn \7o 1 A r-pr 
1 J. kJ VCII r\x y 


m n 


Ala 

iT. J- CI 


Pro 

IT X w 


m V 


XI y o 


Glv 

vjxy 


Leu 


Glu 


Trp 


Val 


Ser 


Gin He 


35 










40 










45 






Qov« Cpr Cpr 
UCl OCI OCI 


ri~\ v 
uiy 


OCI 


A TTT 

•«x y 


Thr 


±y i 


Tvr 
■Ly x 


Ala 


Asp 


Ser 


Val 


Lys 


Gly Arg 


50 








55 










60 








Phe Thr lie 


Ser 


Arg 


Asp 


Asn 


Ala 


Lys 


Asn 


Ser 


Leu 


Tyr 


Leu 


Glu Met 


65 






70 










75 








80 


Thr Ser Leu 


Arg 


Val 


Asp 


Asp 


Thr 


Ala 


Val 


Tyr 


Tyr 


Cys 


Ala 


Arg Gly 






85 










90 










95 


A"rcr Arcr Leu 


Val 


Thr 


Phe 


Glv 


Glv 


Val 


Val 


Ser Gly 


Gly 


Asn 


He Trp 




100 










105 










110 




Gly Gin Gly 


Thr 


Met 


Val 


Thr 


Val 


Ser 


Ser 












115 










120 
















<210> 81 


























<211> 126 


























<212> PRT 


























<213> Artificial Sequence 


















<220> 


























<223> Synthesized 






















<400> 81 


























Leu Glu Gin 


Ser 


Gly 


Gly 


Gly 


Val 

val 


Va ~[ 

V C2.I 


Gin 


Pro Gly 


A "rcr 

«x y 


Ser 


TiPU Arcr 


1 




5 










10 










15 


Leu Ser Cys 


Ala 


Gly 


Ser 


Gly 


IT J. 1C 


A ctri 


Phe 


Ser 


Asp 


Asp 


Thr 


Met His 




20 










25 










30 




Trp Val Arg 


Gin 


Ala 


Pro 


Gly 




vjxy 


-L/C U. 


Glu 


Trp 


Val 


Ala 


Val He 


35 










40 










45 






Ser Tyr Glu 


Gly 


Ser 


Asp 


Lys 


Tvr 
xy i 


iy x 


Ala 


Asp 


Ser 


Val 


Lys 


Glv Arcr 


50 








55 










60 








Phe Thr lie 


Ser 


Arg 


Asp 


Asn 


Ser 


Glu 


Asn 


Thr 


Leu 


Tyr 


Leu 


Gin Met 


65 






70 










75 








80 


Asp Ser Leu 


Arg 


Ala 


Asp 


Asp 


Thr 


Ala 


Leu 


Tyr 


Tyr 


Cys 


Ala 


Arg Asn 






85 










90 










95 


Thr Arg Glu 


Asn 


He 


Glu 


Ala 


Asp 


Glv 

vjxy 


Thr 


Ala 


Tyr 


Tvr 


Ser 


Tvr Tvr 

2l a JT j - 




100 










105 










110 




Met Asp Val 


Trp 


Gly 


Lys 


Gly 


Thr 


Thr 


Val 


Thr 


Val 


Ser 


Ser 




115 










120 










125 






<210> 82 


























<211> 107 


























<212> PRT 


























<213> Artificial Sequence 


















<220> 


























<223> Synthesized 






















<400> 82 


























Glu Leu Thr 


Gin 


Ser 


Pro 


Ser 


Ser 


Leu 


Ser 


Ala 


Ser 


Val 


Gly 


Asp Arg 


1 




5 










10 










15 


Val Thr He 


Thr 


Cys 


Arg 


Ala 


Ser 


Gin 


Gly 


He 


Ser 


Asn 


Tyr 


Leu Ala 




20 










25 










30 




Trp Tyr Gin 


Gin 


Lys 


Pro 


Gly 


Lys 


Val 


Pro 


Arg 


Leu 


Leu 


He 


Tyr Ala 


35 










40 










45 






Ala Ser Thr 


Leu 


Gin 


Pro 


Gly 


Val 


Pro 


Ser 


Arg 


Phe 


Ser 


Gly 


Ser Gly 



50 55 60 
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Ser Gly Thr Asp Phe Thr Leu Thr 
65 ~ 70 
Val Ala Thr Tyr Tyr Cys Gin Lys 
85 

Gly Gin Gly Thr Lys Val Glu He 
100 
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He Ser Ser Leu Gin Pro Glu Asp 

75 80 
Tyr Asn Ser Ala Pro Arg Thr Phe 

90 95 
Lys Arg Thr 
105 



<210> 83 
<211> 106 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 83 



Glu Leu Thr 


Gin 


Ser 


Pro 


Ser Ser 


Leu 


Ser 


Ala 


Ser 


He Gly Asp Arg 


1 




5 








10 






15 


Val Thr He 


Thr 


Cys 


Arg 


Ala Ser 


Gin 


Gly 


He 


Asn 


Asn Tyr Leu Ala 




20 






25 








30 


Trp Tyr Gin 


Gin 


Arg 


Pro 


Gly Lys 


Val 


Pro 


Arg 


Leu 


Leu He Tyr Ala 


35 








40 










45 


Ala Ser Thr 


Leu 


Gin 


Ser 


Gly Val 


Pro 


Thr 


Arg 


Phe 


Ser Gly Ser Gly 


50 








55 








60 




Ser Gly Thr 


Asp 


Phe 


Thr 


Leu Thr 


He 


Ser 


Ser 


Leu 


Gin Pro Glu Asp 


65 




70 








75 




80 


Val Ala Thr 


Tyr 


Tyr 


Cys 


Gin Lys 


Tyr 


Asn 


Ser 


Val 


Pro Arg Thr Phe 




85 








90 






95 


Gly Gly Gly 


Thr 
100 


Lys 


Val 


Glu He 


Lys 
105 


Arg 









<210> 84 
<211> 107 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 84 



Glu 


Leu 


Thr 


Gin 


Ser 


Pro 


Ser Ser 


Leu 


Ser 


Ala 


Ser 


Val Gly Asp Arg 


1 








5 








10 






15 


Val 


Thr 


He 


Thr 


Cys 


Arg 


Ala Ser 


Gin 


Gly 


He 


Ser 


Asn Tyr Leu Ala 








20 








25 








30 


Trp 


Tyr 


Gin 


Gin 


Lys 


Pro 


Gly Lys 


Val 


Pro 


Lys 


Leu Leu He Tyr Ala 


35 








40 










45 


Ala 


Ser 


Thr 


Leu 


Gin 


Ser 


Gly Val 


Pro 


Ser 


Arg 


Phe 


Ser Gly Ser Gly 




50 










55 








60 




Ser 


Gly 


Thr 


Asp 


Phe 


Thr 


Leu Thr 


He 


Ser 


Ser 


Leu 


Gin Pro Glu Asp 


65 






70 








75 




80 


Val 


Ala 


Thr 


Tyr 


Tyr 


Cys 


Gin Lys 


Tyr 


Asn 


Ser 


Ala 


Pro Arg Thr Phe 








85 








90 






95 


Gly Gin 


Gly 


Thr 


Lys 


Val 


Glu He 


Lys 


Arg 


Thr 












100 








105 











<210> 85 
<211> 106 
<212> PRT 

<213> Artificial Sequence 
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<220> 

<223> Synthesized 
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<400> 85 



Glu Leu Thr 


Liin 


Ser 


Pro 


Car* Coy 


1 




r 

b 






val inr lie 


i nr 


Cys 


Arg 


Ala Cov* 




zU 








Trp Tyr Gin 


Gin 


Arg 


Pro 


Gly Lys 


35 








40 


Ala Ser Thr 


Leu 


Gin 


Ser 


Gly Val 


50 








55 


Ser Gly Thr 


Asp 


Phe 


Thr 


Leu Thr 


65 






70 




Val Ala Thr 


Tyr 


Tyr 


Cys 


Gin Lys 






85 






Gly Gly Gly 


Thr 


Lys 


Val 


Glu He 




100 









Leu Ser Ala Ser He Gly Asp Arg 

10 15 
Gin Gly He Asn Asn Tyr Leu Ala 
25 30 
Ala Pro Asn Leu Leu He Tyr Ala 
45 

Pro Pro Arg Phe Ser Gly Ser Gly 
60 

He Ser Ser Leu Gin Pro Glu Asp 

75 80 
Tyr Asn Ser Val Pro His Thr Phe 

90 95 
Lys Arg 
105 



<210> 86 
<211> 108 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 86 



Glu Leu Thr 


Gin 


Ser 


Pro 


Gly Thr Leu Ser Leu Ser 


Pro Gly Glu Arg 


1 




5 




10 




15 


Ala Thr Leu 


Ser 


Cys 


Arg 


Ala Ser Gin Ser Val He 


Ser 


Asn Tyr Leu 




20 




25 




30 


Ala Trp Tyr 


Gin 


Gin 


Lys 


Pro Gly Gin Ala Pro Arg 


Leu 


Leu He Tyr 


35 








40 


45 




Gly Val Ser 


Asn 


Arg 


Ala 


Thr Gly He Pro Asp Arg 


Phe 


Ser Gly Ser 


50 








55 60 






Gly Ser Gly 


Thr 


Asp 


Phe 


Thr Leu Thr He Ser Arg 


Leu 


Glu Pro Glu 


65 




70 


75 




80 


Asp Phe Ala 


Val 


Tyr 


Ser 


Cys Gin Gin Tyr Gly Thr 


Ser 


Pro Trp Thr 




85 




90 




95 


Phe Gly Gin 


Gly 


Thr 


Lys 


Val Glu He Lys Arg Thr 






100 






105 







<210> 87 
<211> 107 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 87 

Glu Leu Thr Gin Ser Pro Gly Thr 

1 5 
Ala Thr Leu Ser Cys Arg Ala Ser 
20 

Ala Trp Tyr Gin Gin Arg Pro Gly 

35 40 
Gly Ala Ser Asn Arg Ala Thr Gly 

50 55 
Gly Ser Gly Thr Ala Phe Thr Leu 



Leu Ser Leu Ser Pro Gly Glu Arg 

10 15 
Gin Ser Val Ser Asn Asn Tyr Leu 
25 30 
Gin Ala Pro Arg Leu Leu He Tyr 
45 

He Pro Asp Arg Phe Ser Gly Ser 
60 

Thr He Ser Ser Leu Gin Pro Glu 
Page 26 



65 70 
Asp Val Ala He Tyr Tyr Cys Gin 
85 

Phe Gly Gin Gly Thr Lys Leu Glu 
100 
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75 80 
Gin Tyr His Ser Ser Pro Tyr Thr 

90 95 
He Lys Arg 
105 



<210> 88 
<211> 108 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 88 



Glu Leu Thr 


Gin 


Ser 


Pro 


Gly Thr 


Leu 


Ser 


Leu 


Ser 


Pro 


Gly Glu Arg 


1 




5 








10 








15 


Ala Thr Leu 


Ser 


Cys 


Arg 


Ala Ser 


His 


Arg 


Val 


Asn 


Asn 


Asn Phe Leu 




20 






25 










30 


Ala Trp Tyr 


Gin 


Gin 


Lys 


Pro Gin 


Ala 


Pro 


Arg 


Leu 


Leu 


He Ser Gly 


35 








40 










45 




Ala Ser Thr 


Arg 


Ala 


Thr 


Gly He 


Pro 


Asp 


Arg 


Phe Ser Gly Ser Gly 


50 






55 








60 






Ser Gly Thr 


Asp 


Phe 


Thr 


Leu Thr 


He 


Ser 


Arg 


Leu 


Glu 


Pro Asp Asp 


65 




70 








75 






80 


Phe Ala Val 


Tyr 


Tyr 


Cys 


Gin Gin 


Tyr 


Gly Asp 


Ser 


Pro 


Leu Tyr Ser 




85 








90 








95 


Phe Gly Gin 


Gly 


Thr 


Lys 


Leu Glu 


He 


Lys 


Arg 


Thr 






100 








105 













<210> 89 
<211> 105 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 89 



Glu 


Leu Thr 


Gin 


Ser 


Pro 


Ala Ser Val 


Ser 


Ala 


Ser 


Val 


Gly Asp Thr 


1 






5 






10 








15 


Val 


Thr He 


Thr 


Cys 


Arg 


Ala Ser Gin 


Asp 


He 


His 


Asn 


Trp Leu Ala 






20 




25 










30 


Trp 


Tyr Gin 


Gin 


Gin 


Pro 


Gly Lys Ala 


Pro 


Lys 


Leu 


Leu 


He Tyr Ala 


35 








40 








45 




Ala 


Ser Ser 


Leu 


Gin 


Ser 


Gly Val Pro 


Ser 


Arg 


Phe 


Ser Gly Arg Gly 




50 








55 






60 






Ser 


Gly Thr 


Asp 


Phe 


Thr 


Leu Thr He 


Ser 


Ser 


Leu 


Gin 


Pro Glu Asp 


65 




70 






75 






80 


Phe 


Ala Thr 


Tyr 


Tyr 


Cys 


Gin Gin Gly Asn 


Ser 


Phe 


Pro 


Lys Phe Gly 






85 






90 








95 


Pro 


Gly Thr 


Val 


Val 


Asp 


He Lys Arg 














100 






105 













<210> 90 
<211> 107 
<212> PRT 

<213> Artificial Sequence 



<220> 
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<223> Synthesized 
<400> 90 



GlU 


Leu 


i nr 


Lrin 


Ser 


Pro 


Gly Thr 


Leu 


Cor 


T ,D1 1 
JJCU 




C J. \J 


m v 

\j a. y 


vjxu r\±. y 


1 








D 










10 










15 


Ala. 


rpVi -v 
ILlL 


Leu 


Ser 


LyS 


Arg 


Ala 


Ser 


Gin 


Ser 


Leu 


Ser 


Asn 


Asn 


Tyr Leu 








20 








25 










30 




Ala 


Trp 


Tyr 


Gin 


Gin 


Lys 


Pro 


Gly 


Gin 


Ala 


Pro 


Arg 


Leu 


Leu 


He Tyr 






35 










40 










45 






Gly 


Ser 


Ser 


Thr 


Arg 


Gly 


Thr 


Gly 


He 


Pro 


Asp 


Arg 


Phe 


Ser 


Gly Gly 


50 










55 










60 








Gly 


Ser 


Gly 


Thr 


Asp 


Phe 


Thr 


Leu 


Thr 


He 


Ser 


Arg 


Leu 


Glu 


Pro Glu 


65 










70 










75 








80 


Asp 


Phe 


Ala 


Val 


Tyr 


Tyr 


Cys 


Gin 


His Tyr Gly Asn Ser Val 


Tyr Thr 








85 










90 










95 


Phe 


Gly 


Gin 


Gly 


Thr 


Lys 


Leu 


Glu 


He 


Lys 


Arg 











100 105 



<210> 91 
<211> 104 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 91 



Gin 


Ser 


Pro 


Asp 


Thr 


Leu 


Ser 


Leu 


Asn 


Pro Gly Glu Arg Ala 


Thr 


Leu 


1 






5 










10 










15 




Ser 


Cys 


Arg 


Ala 


Ser 


His 


Arg 


He 


Ser 


Ser 


Lys 


Arg 


Leu 


Ala 


Trp 


Tyr 








20 










25 










30 






Gin 


His 


Lys 


Arg 


Gly 


Gin 


Ala 


Pro 


Arg 


Leu 


Leu 


He 


Tyr 


Val 


Cys 


Pro 






35 










40 










45 








Asn 


Arg 


Ala 


Gly 


Gly 


Val 


Pro 


Asp 


Arg 


Phe 


Ser 


Gly 


Ser 


Gly 


Ser 


Gly 




50 










55 










60 










Thr 


Asp 


Phe 


Thr 


Leu 


Thr 


Tyr 


Ser 


Arg 


Leu 


Glu 


Pro 


Glu 


Asp 


Phe 


Ala 


65 








70 










75 










80 


Met 


Tyr 


Tyr 


Cys 


Gin 


Tyr 


Tyr Gly 


Gly Ser 


Ser 


Tyr 


Thr 


Phe 


Gly Gin 








85 










90 










95 




Gly 


Thr 


Lys 


Val 


Glu 


He 


Thr 


Arg 



















100 



<210> 92 
<211> 104 
<212> PRT 

<213> Artificial Secjuence 



<220> 

<223> Synthesized 



<400> 92 






















Gin 


Ser 


Pro 


Ser 


His 


Leu 


Ser 


Leu 


Ser 


Pro Gly Glu Arg Ala 


He 


Leu 


1 








5 










10 




15 




Ser 


Cys 


Arg 


Ala 


Ser 


Gin 


Arg 


Val 


Ser 


Ala 


Pro Tyr Leu Ala 


Trp 


Tyr 








20 










25 




30 






Gin 


Gin 


Arg 


Pro 


Gly Gin Ala 


Pro 


Arg 


Leu 


Val He Tyr Gly 


Ala 


Ser 






35 










40 






45 






Thr 


Arg 


Ala 


Thr 


Asp 


He 


Pro 


Asp 


Arg 


Phe 


Ser Gly Ser Gly 


Ser 


Gly 




50 










55 








60 






Thr 


Asp 


Phe 


Thr 


Leu 


Thr 


He 


Ser 


Arg 


Leu 


Glu Pro Glu Asp 


Phe 


Ala 


65 








70 










75 




80 



Page 28 



lie Tyr Tyr Cys Gin Val Tyr Gly 
85 

Gly Thr Lys Leu Glu Met Lys Arg 
100 



<210> 93 
<211> 105 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 93 



Gin 


Ser 


Pro 


Gly 


Thr 


Leu 


Ser 


Leu 


1 








5 








Ser 


Cys 


Arg 


Ala 
20 


Ser 


Gin 


Ser 


Leu 


Gin 


Gin 


Lys 
35 


Pro 


Gly 


Gin 


Ala 


Pro 
40 


Met 


Arg 
50 


Ala 


Thr 


Gly 


He 


Pro 
55 


Asp 


Thr 


Asp 


Phe 


Thr 


Leu 


Thr 


He 


Thr 


65 










70 






Val 


Tyr 


Tyr 


Cys 


Gin 
85 


Arg 


Phe 


Gly 


Gin 


Gly 


Thr 


Lys 
100 


Leu 


Glu 


Met 


Lys 



<210> 94 
<211> 104 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 94 



Gin 


Ser 


Pro 


Gly 


Thr 


Leu 


Ser 


Leu 


1 








5 








Ser 


Cys 


Arg 


Ala 
20 


Ser 


Gin 


Ser 


Phe 


Gin 


Gin 


Lys 
35 


Pro 


Gly 


Gin 


Ala 


Pro 
40 


Asn Arg 


Ala 


Thr 


Gly 


Val 


Pro 


Asp 




50 










55 




Thr 


Asp 


Phe 


Thr 


Leu 


Thr 


He 


Arg 


65 










70 






Val 


Tyr 


Tyr 


Cys 


Gin 
85 


Gin 


Tyr 


Gly 


Gly 


Thr 


Lys 


Val 
100 


His 


He 


Lys 


Arg 



<210> 95 
<211> 108 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 





313.2C1.TXT 






Gin 


Ser Pro Val Leu 


Phe 


Gly Gin 




90 




95 


Ser 


Pro Glv Aso Arcr 


Ala 


Thr Leu 




10 




15 


Ser 


Ser Ser Phe Leu 


Ala 


Tru Tvr 


25 




30 




ni y 


T.pn TiPii Tie Tvr 

UCU UCU IXC Ijf 1 


Ser 


Ala Ser 




45 






Arcr 

ri J. y 


Phe Arcr Glv Ser 


Val 


Ser Gly 




60 






Arg 


Leu Glu Pro Glu 


Asp 


Phe Ala 




75 




80 


Thr 


Ser Pro Leu Tyr 


Thr 


Phe Gly 




90 




95 


Arg 








105 








Ser 


Pro CJlv C?lu Arcr 


Ala 


Thr Leu 




10 




15 


Ser 


Cor A<?n Phe Leu 


Ala 


Trp Tyr 


25 




30 




y 


T.pu TiPii Tip Tvr 

J_IV^ \JL JJ^LA. -1 L t Ijf 1 


Val 


His Pro 




45 






Arg 


Php ^pr Glv ^er 


Gly Ser Gly 




60 






Arg 


Leu Glu Pro Glu 


Asp 


Phe Ala 




75 




80 


Ala 


Ser Leu Val Ser 


Phe 


Gly Pro 




90 




95 
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<400> 95 



Glu Leu Thr 


Cain 


Cor 

oer 


Pro 


o-Ly nix 


1 

Ala inr rne 


Ser 


Cys 


Arg 


Cqv C o >- 
OCX JCI 












Ala Trp Tyr 


(ain 


HIS 


Lys 


"T) Pi i r 


35 










Gly Val Ser 


Asn 


Arg 


Ala 


Ser Gly 


50 








55 


Gly Ser Gly 


Thr 


Asp 


Phe 


Thr Leu 


65 






70 




Asp Phe Ala 


Leu 


Tyr 


Tyr 


Cys Gin 






85 






Phe Gly Gin 


Gly 


Thr 


Lys 


Leu Glu 




100 









Leu Ser Leu Ser Pro Gly Glu Arg 

10 15 
His Ser He Arg Ser Arg Arg Val 
25 30 
Gin Ala Pro Arg Leu Val He His 
45 

He Ser Asp Arg Phe Ser Gly Ser 
60 

Thr He Thr Arg Val Glu Pro Glu 

75 80 
Val Tyr Gly Ala Ser Ser Tyr Thr 

90 95 
Arg Lys Arg Thr 
105 



<210> 96 
<211> 108 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 96 



Glu Leu Thr 


Gin 


Ser 


Pro 


Gly Thr Leu Ser 


Leu 


Thr 


Pro 


Gly Glu Arg 


1 




5 




10 








15 




Ala Thr Leu 


Ser 


Cys 


Arg 


Thr Ser His Ser 


He 


Arg 


Ser 


Arg Arg 


Leu 




20 




25 








30 




Ala Trp Tyr 


Gin 


Val 


Lys 


Gly Gly Gin Ala 


Pro 


Arg 


Leu 


Leu He 


Tyr 


35 








40 






45 






Gly Val Ser 


Asn 


Arg 


Ala 


Gly Gly He Pro 


Asp 


Arg 


Phe 


Ser Gly 


Ser 


50 








55 




60 








Gly Ser Gly 


Thr 


Asp 


Phe 


Thr Leu Thr He 


Ser 


Arg 


Leu 


Glu Pro 


Glu 


65 




70 




75 








80 


Asp Phe Ala 


Val 


Tyr 


Tyr 


Cys Gin Gin Tyr Gly Ser 


Ser 


Arg Tyr 


Thr 




85 




90 








95 




Phe Gly Gin 


Gly 
100 


Thr 


Lys 


Leu Glu He Lys 
105 


Arg 


Thr 









<210> 97 
<211> 107 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 97 



Glu Leu 


Thr 


Gin Ala 


Pro 


Gly Thr 


1 




5 






Ala Thr 


Phe 


Ser Cys 


Arg 


Ser Ser 






20 






Arg Trp 


Tyr 


Gin His 


Lys 


Pro Gly 




35 






40 


Gly Val 


Ser 


Asn Arg 


Ala 


Ser Gly 


50 








55 


Gly Ser Gly 


Thr Asp 


Phe 


Thr Leu 


65 






70 




Asp Phe 


Ala 


Leu Tyr 


Tyr 


Cys Gin 



Leu Ser Leu Ser Pro Gly Glu Arg 

10 15 
His Ser He Arg Ser Arg Arg Val 
25 30 
Gin Ala Pro Arg Leu Val He His 
45 

He Ser Asp Arg Phe Ser Gly Ser 
60 

Thr He Thr Arg Val Glu Pro Glu 

75 80 
Val Tyr Gly Ala Ser Ser Tyr Thr 
Page 30 
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85 90 95 

Phe Gly Gin Gly Thr Lys Leu Glu Arg Lys Arg 
100 105 



<210> 98 
<211> 108 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 98 



Glu Leu Thr 


Gin 


Ala 


Pro 


Gly Thr 


Leu 


Ser 


Leu 


Ser 


Pro 


Gly Asp Arg 


1 




5 








10 










15 




Ala Thr Phe 


Ser 
20 


Cys 


Arg 


Ser Ser 


His 
25 


Asn 


He 


Arg 


Ser 


Arg 
30 


Arg 


Val 


Ala Trp Tyr 


Gin 


His 


Lys 


Pro Gly Gin Ala 


Pro 


Arg 


Leu 


Val 


He 


His 


35 








40 










45 








Gly Val Ser 


Asn 


Arg 


Ala 


Ser Gly 


He 


Ser 


Asp 


Arg 


Phe 


Ser 


Gly 


Ser 


50 








55 








60 










Gly Ser Gly 


Thr 


Asp 


Phe 


Thr Leu 


Thr 


He 


Thr 


Arg 


Leu 


Glu 


Pro 


Glu 


65 




70 








75 










80 


Asp Phe Ala 


Leu 


Tyr 


Tyr 


Cys Gin 


Val 


Tyr Gly Ala Ser 


Ser 


Tyr 


Thr 




85 








90 










95 




Phe Gly Gin 


Gly 
100 


Thr 


Lys 


Leu Asp 


Phe 
105 


Lys 


Arg 


Thr 











<210> 99 
<211> 108 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 99 



Glu Leu Thr 


Gin 


Ser 


Pro 


Gly Thr Leu 


Ser 


Leu 


Ser 


Pro 


Gly Glu Arg 


1 




5 




10 








15 


Ala Thr Leu 


Ser 


Cys 


Arg 


Ala Gly Gin 


Ser 


He 


Ser 


Ser 


Asn Tyr Leu 




20 




25 










30 


Ala Trp Tyr 


Gin 


Gin 


Lys 


Pro Gly Gin Ala 


Pro 


Arg 


Leu 


Leu He Tyr 


35 








40 








45 




Gly Ala Ser 


Asn 


Arg 


Ala 


Thr Gly He 


Pro 


Asp 


Arg 


Phe 


Ser Gly Ser 


50 








55 






60 






Gly Ser Gly 


Thr 


Asp 


Phe 


Thr Leu Ser 


He 


Ser 


Arg 


Leu 


Glu Pro Glu 


65 




70 






75 






80 


Asp Phe Ala 


Val 


Tyr 


Tyr 


Cys Gin Gin 


Tyr Gly Thr 


Ser 


Pro Tyr Thr 




85 






90 








95 


Phe Gly Gin 


Gly 


Thr 


Gin 


Leu Asp He 


Lys 


Arg 


Thr 






100 






105 













<210> 100 
<211> 104 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
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<400> 100 



Gin Ser 


Pro 


Gly 


Thr 


Leu 


Ser Leu 


Ser 


Pro Gly Glu 


Arg Ala Thr Leu 


1 






5 








10 








15 


Ser Cys 


Arcr 


Ala 


Ser 


Gin 


Ser Leu 


Ser 


Asn Asn Tyr 


Leu 


Ala Trp Tyr 






20 








25 










30 


Gin Gin 


Lvs 


Pro 


Gly 


Gin 


Ala Pro 


Arg 


Leu 


Leu 


He 


Tyr Gly Ser Ser 




35 








40 










45 




Thr Arg 


Ala 


Thr 


Gly 


He 


Pro Asp 


Arg 


Phe 


Ser Gly 


Gly Gly Ser Gly 


50 










55 








60 






Thr Asp 


Phe 


Thr 


Leu 


Thr 


He Ser 


Arg 


Leu 


Glu 


Pro 


Glu 


Asp Phe Ala 


65 








70 








75 






80 


Val Tyr 


Tyr 


Cvs 


Gin 


Gin 


Tvr Glv 


Asn 


Ser 


Val 


Tvr 


Thr 


Phe Glv Gin 








85 








90 








95 


Gly Thr 


Lys 


Leu 


Glu 


He 


Lys Arg 


















100 




















<210> 101 






















<211> 106 






















<212> PRT 






















<213> Artificial Sequence 














<220> 
























<223> Synthesized 


















<400> 101 






















Glu Leu 


Thr 


Gin 


Ser 


Pro 


Ser Ser 


Leu 


Ser 


Ala 




v a. J- 


CZ~\ \r A <^T) A Y~d 


1 






5 








10 








15 


Val Thr 


He 


Thr 


Cys 


Arg 


Thr Ser 


Gin 


Gly He 


Ser 


Asn 


Tyr Ti^n Ala 
i _y i jjcu n J- ex. 






20 








25 










30 


Trp Tyr 


Gin 


Gin 


Lys 


Pro 


Gly Lys 


Val 


Pro 


Lys 


Leu 


Leu 


lie i y i \j J- y 




35 








40 










45 




Ala Ser 


Thr 


Leu 


Gin 


Ser 


Gly Gly 


Pro 


Ser 


Arg 


Phe 


Ser 


Gly Ser Gly 


50 










55 














Ser Gly 


Thr 


Asp 


Phe 


Thr 


Leu Thr 


He 


Asn 


Ser 


Leu 


Gin 


Pro Glu Asp 


65 








70 








75 






80 


Val Ala 


Thr 


Tyr 


Ser 


Cys 


Gin Asn 


Tvr 


Asp 


Ser 


Ala 


JT -L \J 


1111 rue 








85 








90 








95 


Gly Gin 


Gly 


Thr 


Lys 


Val 


Asp He 


Lys 


Arg 














100 








105 












<210> 102 






















<211> 108 






















<212> PRT 






















<213> Artificial Sequence 














<220> 
























<223> Synthesized 


















<400> 102 






















Glu Leu 


Thr 


Gin 


Ser 


Pro 


Ser Ser 


Leu 


Ser 


Ala 


Ser 


Val 


Gly Asp Arg 


1 






5 








10 








15 


Val Thr 


He 


Thr 


Cys 


Arg 


Ala Ser 


Gin 


Ser 


He 


Ser 


Asn 


Tyr Leu Asn 






20 








25 










30 


Trp Tyr 


Gin 


Gin 


Lys 


Pro 


Gly Lys 


Ala 


Pro 


Lys 


Leu 


Leu 


He Tyr Ala 




35 








40 










45 




Ala Ser 


Ser 


Leu 


Gin 


Arg 


Gly Val 


Pro 


Ser Arg 


Phe 


Ser Gly Ser Gly 


50 










55 








60 






Ser Gly 


Thr 


Asp 


Phe 


Thr 


Leu Ser 


He 


Ser 


Ser 


Leu 


Gin 


Pro Glu Asp 


65 








70 








75 






80 


Phe Ala 


Thr 


Tyr 


Tyr 


Cys 


Gin Gin 


Ser 


Tyr 


Ser 


He 


Pro 


Pro Leu Thr 








85 








90 








95 
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Phe Gly Gly Gly Thr Lys Val Glu lie Lys Arg Thr 
100 105 



<210> 103 
<211> 107 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 103 



Glu Leu 


Thr 


Gin 


Ser 


Pro 


Ser Ser 


Leu 


Ser 


Ala 


Ser 


Val 


Gly Asp 


Arg 


1 






5 








10 








15 


Val Thr 


He 


Thr 
20 


Cys 


Arg 


Ala Ser 


Gin 
25 


Asn 


He 


Asn 


Asn 


Tyr Leu 
30 


Asn 


Trp Tyr 


Gin 


Gin 


Lys 


Pro 


Gly Glu Ala 


Pro 


Lys 


Leu 


Leu 


He His 


Thr 




35 








40 










45 






Ala Phe 


Asn 


Leu 


Gin 


Ser 


Gly Val 


Pro 


Ser Arg 


Phe 


Ser Gly Thr 


Ala 


50 










55 








60 








Ser Gly 


Thr 


Glu 


Phe 


Thr 


Leu Thr 


He 


Arg 


Ser 


Leu 


Gin 


Pro Glu 


Asp 


65 








70 








75 








80 


Phe Ala 


Thr 


Tyr 


Tyr 
85 


Cys 


Gin Gin 


Ser 


Tyr 
90 


Ser 


Thr 


Pro 


Tyr Thr 
95 


Phe 


Gly Gin 


Gly 


Thr 
100 


Lys 


Val 


Glu He 


Lys 
105 


Arg 


Thr 











<210> 104 
<211> 107 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 104 



Glu 


Leu 


Thr 


Gin 


Ser 


Pro 


Ser Ser 


Leu 


Ser 


Ala 


Ser 


Val 


Gly Asp 


Arg 


1 








5 








10 








15 


Val 


Thr 


He 


Thr 


Cys 


Arg 


Ala Ser 


Gin 


Ser 


He 


Ser 


Ser 


Tyr Leu 


Asn 








20 








25 










30 




Trp 


Tyr 


Gin 


Gin 


Lys 


Pro 


Gly Lys 


Ala 


Pro 


Lys 


Leu 


Leu 


He Tyr 


Ala 






35 








40 










45 






Ala 


Ser 


Ser 


Leu 


Gin 


Ser 


Gly Val 


Pro 


Ser Arg 


Phe 


Ser Gly Ser 


Gly 




50 










55 








60 






Ser 


Gly 


Thr 


Asp 


Phe 


Thr 


Leu Thr 


He 


Ser 


Ser 


Leu 


Gin 


Pro Glu 


Asp 


65 










70 








75 








80 


Phe 


Ala 


Thr 


Tyr 


Tyr 


Cys 


Gin Gin 


Ser 


Tyr 


Ser 


Thr 


Pro 


Tyr Thr 


Phe 










85 








90 








95 




Gly Gin 


Gly 


Thr 


Lys 


Leu 


Glu He 


Lys 


Arg 


Thr 
















100 








105 















<210> 105 
<211> 107 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 105 

Page 33 



Glu Leu 


Thr 


Gin 


Ser 


Pro 


Ser Ser 


1 






5 






Val Thr 


lie 


Thr 


Cys 


Arg 


Ala Ser 






20 








Tro Tvr 

iX r ■ L Jr 


Gin 


Gin 


Lys 


Pro 


Gly Lys 




35 








40 


Ala Ser 


Ser 


Leu 


Gin 


Ser 


Gly Val 


50 










55 


Ser Gly 


Thr 


Asp 


Phe 


Thr 


Leu Thr 


65 








70 




Phe Ala 


Thr 


Tyr 


Tyr 


Cys 


Gin Gin 








85 






Gly Gin 


Gly 


Thr 


Lys 


Leu 


Glu He 



100 





3 


. 2C1 


. TXT 






Leu 


JC1 


Ala 


Ser 


Val 


\-3 -L y nop ni^ 




10 








1 5 


Gin 


Ser 


He 


Ser 


Ser 


Tvr* Leu Ac?n 


25 










30 


Ala 


Pro 


Lys 


Leu 


Leu 


Tie Tvr* Al a 










45 


Pro 


Ser Arg 


Phe 


Ser 


Glv Ser C?lv 








60 






Tie 


Ser 


Ser 


Leu 


Gin 


pro fll n Aen 

C X. \J \3 -L LI nop 






75 






80 


Ser 


Tyr 


Ser 


Thr 


Pro 


Gin Thr Phe 




90 








95 


Lys 


Arg 


Thr 








105 













<210> 106 
<211> 104 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 106 



Gin 


Ser 


Pro 


Ser 


Ser 


Leu 


Ser 


Ala 


1 








5 








Thr 


Cys 


Arg 


Ala 
20 


Ser 


Gin 


Thr 


He 


Gin 


Lys 


Pro 
35 


Gly 


Lys 


Ala 


Pro 


Lys 
40 


Leu 


Gin 
50 


Ser 


Gly 


Val 


Pro 


Ser 
55 


Arg 


Asp 


Phe 


Thr 


Leu 


Thr 


He 


Ser 


Ser 


65 










70 






Tyr 


Tyr 


Cys 


Gin 


Gin 
85 


Ser 


Tyr 


Ser 


Thr 


Lys 


Leu 


Glu 
100 


He 


Lys 


Arg 


Thr 



Ser 


Val 


Gly Asp Arg 


Val Thr He 




10 




15 


Ser 


Ser 


Tyr Leu Asn 


Trp Tyr Gin 


25 






30 


Leu 


Leu 


He Tyr Ala 


Ala Ser Ser 






45 




Phe 


Ser Gly Gly Gly 


Ser Gly Thr 






60 




Leu 


Gin 


Pro Glu Asp 


Phe Ala Thr 






75 


80 


Thr 


Pro 


Tyr Thr Phe 


Gly Gin Gly 




90 




95 



<210> 107 
<211> 107 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 107 



Glu Leu 


Thr 


Gin 


Ser 


Pro 


Ser Ser 


Leu 


Ser 


Ala 


Ser 


Val 


Gly Asp 


Arg 


1 






5 








10 








15 




Val Thr 


He 


Thr 


Cys 


Gin 


Ala Ser 


Gin 


Asp 


He 


Arg 


Asn 


Tyr Leu 


Asn 






20 








25 










30 




Trp Tyr 


Gin 


Gin 


Lys 


Pro 


Gly Lys 


Ala 


Pro 


Lys 


Leu 


Leu 


He Tyr 


Asp 




35 








40 










45 






Ala Ser 


Asn 


Ser 


Glu 


Thr 


Gly Val 


Pro 


Ser Arg 


Phe 


Ser 


Gly Ser Gly 


50 










55 








60 








Ser Gly 


Arg 


Asp 


Phe 


Thr 


Phe Thr 


He 


Ser 


Ser 


Leu 


Gin 


Pro Glu 


Asp 


65 








70 








75 








80 


Val Ala 


Thr 


Tyr 


Tyr 


Cys 


Gin Gin 


His 


Gin 


Asn 


Val 


Pro 


Leu Thr 


Phe 








85 








90 








95 




Gly Gly 


Gly 


Thr 


Lys 


Val 


Glu He 


Lys 


Arg 


Thr 
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100 
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105 



<210> 108 
<211> 107 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 108 



Glu 


Leu 


Thr 


Gin 


Ser 


Pro 


Ser Ser 


1 








5 






Val 


Thr 


He 


Thr 


Cys 


Gin 


Ala Ser 








20 








Trp 


Tyr 


Gin 


Gin 


Lys 


Pro 


Gly Lys 






35 








40 


Ala 


Ser 


Asn 


Leu 


Glu 


Thr 


Gly Val 




50 










55 


Ser 


Gly 


Thr 


Asp 


Phe 


Thr 


Phe Thr 


65 










70 




He 


Ala 


Thr 


Tyr 


Tyr 


Cys 


Gin Gin 










85 






Gly Gly 


Gly 


Thr 


Lys 


Val 


Glu He 








100 









<210> 109 
<211> 108 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 109 



Glu Leu 


Thr 


Gin 


Ser 


Pro 


Ser 


Ser 


1 






5 








He Thr 


He 


Thr 


Cys 


Arg 


Ala 


Ser 






20 










Trp Tyr 


Gin 


Gin 


Lys 


Pro 


Gly 


Lys 




35 










40 


Ala Ser 


Asn 


Leu 


Gin 


Ser 


Gly Val 


50 










55 




Ser Gly 


Thr 


Asp 


Phe 


Thr 


Leu 


Thr 


65 








70 






Phe Ala 


Thr 


Tyr 


Phe 


Cys 


Gin 


Gin 








85 








Phe Gly 


Gin 


Gly 


Thr 


Lys 


Val 


Glu 



100 



<210> 110 
<211> 108 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 110 

Glu Leu Thr Gin Ser Pro Gly Thr 



Leu 


Ser 


Ala 


Ser 


Val 


Gly 


Asp Arg 




10 










15 


Gin 


Asp 


He 


Ser 


Asn 


His 


Leu Asn 


25 










30 




Ala 


Pro 


Lys 


Leu 


Leu 


He 


Tyr Asp 










45 






Pro 


Ser 


Arg 


Phe 


Ser 


Gly 


Ser Gly 








60 








He 


Cpr- 


Ser 


Leu 


Gin 


Pro 


Glu Asr> 






7S 








80 


lyx 






Tif^n 
uc u 


XT J. \J 




Thr Phe 




90 










95 


T A/C 

j-iy o 




j. hi. 










J_ U .J 














Leu 


Ser 


Ala 


Ser 


Val 


Gly 


Asp Arg 




10 










15 


Gin 


Thr 


He 


Asn 


Asn 


Tyr 


Leu Asn 


25 










30 




Ala 


Pro 


Lys 


Leu 


Leu 


He 


Tyr Gly 










45 






Pro 


Ser 


Arg 


Phe 


Ser 


Gly 


Ser Gly 








60 








He 


Ser 


Ser 


Leu 


Gin 


Pro 


Glu Asp 






75 








80 


Ser 


Tyr 


Asn 


Thr 


Pro 


Pro 


Trp Thr 




90 










95 


He 


Lys 


Arg 


Thr 








105 














Leu 


Ser 


Leu 


Ser 


Pro Gly 


Glu Arg 
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1 5 



Ala 


rpViy 
1 1 IX 


Leu 


Cor 




A Y~ri 
r\±. y 


nla 




















Ala 
Ma 


Trp 


Tyr 


Pin 




T ,vc 


IT i U 








35 










40 


Ser 


Thr 


Ser 


Arg 


Arg 


Ala 


Thr 


Gly 




50 










55 




Gly 


Ser 


Gly 


Thr 


Asp 


Phe 


Thr 


Leu 


65 










70 






Asp 


Phe 


Ala 


Val 


Tyr 


Tyr 


Cys 


Gin 










85 








Phe Gly 


Gin 


Gly 


Thr 


Lys 


Leu 


Glu 



100 
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10 15 
Gin Arg Val Asn Ser Asn Tyr Leu 
25 30 
Gin Thr Pro Arg Val Val He Tyr 
45 

Val Pro Asp Arg Phe Ser Gly Ser 
60 

Thr He Ser Arg Leu Glu Pro Glu 

75 80 
Gin Phe Gly Asp Ala Gin Tyr Thr 

90 95 
He Lys Arg Thr 
105 



<210> 111 
<211> 93 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 111 



Glu Arg 


Ala 


Thr 


Leu Ser Cys 


Arg 


1 






5 




Tyr Leu 


Ala 


Trp 


Tyr Gin Gin 


Lys 






20 






He Tyr 


Ser 


Thr 


Ser Arg Arg 


Ala 




35 






40 


Gly Ser 


Gly 


Ser 


Gly Thr Asp 


Phe 


50 






55 




Pro Glu 


Asp 


Phe 


Ala Val Tyr 


Tyr 


65 






70 




Tyr Thr 


Phe Gly 


Gin Gly Thr 


Lys 



85 



Ala Ser Gin Arg Val Asn Ser Asn 

10 15 
Pro Gly Gin Thr Pro Arg Val Val 
25 30 
Thr Gly Val Pro Asp Arg Phe Ser 
45 

Thr Leu Thr He Ser Arg Leu Glu 
60 

Cys Gin Gin Phe Gly Asp Ala Gin 

75 80 
Leu Glu lie Lys Arg 
90 



<210> 112 
<211> 104 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 112 



Thr 


Gin 


Ser 


Pro 


Ser 


Ser 


Val 


Ser 


Ala 


Ser 


Val 


Gly Asp Thr Val Thr 


1 








5 










10 




15 


Phe 


Thr 


Cys 


Arg 


Ala 


Ser 


Gin 


Asp 


He 


Arg 


Asn 


Tyr Leu Asn Trp Tyr 








20 










25 






30 


His 


Gin 


Lys 


Pro 


Gly 


Lys 


Ala 


Pro 


Lys 


Leu 


Leu 


He Ser Asp Ala Ser 






35 










40 








45 


Asp 


Leu 


Glu 


He 


Gly 


Val 


Pro 


Ser Arg Phe Ser Gly Ser Gly Ser Ala 


50 










55 










60 


Thr 


Tyr 


Phe 


Ser 


Phe 


Thr 


He 


Ser 


Ser 


Leu 


Gin 


Pro Glu Asp He Gly 


65 








70 










75 


80 


Thr 


Tyr 


Tyr 


Cys 


Gin 


Gin 


Tyr 


Ala 


Asp 


Leu 


He 


Thr Phe Gly Gly Gly 










85 










90 




95 


Thr 


Lys 


Val 


Glu 


He 


Lys 


Arg 


Thr 











100 
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<210> 113 
<211> 96 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 113 

Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val 

15 10 15 

Gly Thr Asn Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg 

20 25 30 

Leu Leu He Phe Asp Ala Ser Thr Arg Asp Thr Tyr He Pro Asp Thr 

35 40 45 

Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Ala Leu Thr He Ser Ser 

50 55 60 

Leu Gin Ser Glu Asp Phe Gly Phe Tyr Tyr Cys Gin Gin Tyr Asp Asn 
65 70 75 80 

Trp Pro Pro Thr Phe Gly Gin Gly Thr Lys Leu Glu Val Lys Arg Thr 
85 90 95 



<210> 114 
<211> 107 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 114 



Glu 


Leu 


Thr 


Gin 


Ser 


Pro 


Gly Thr 


Leu 


Ser Leu 


Ser 


Pro 


Gly Asp Arg 


1 








5 








10 






15 


Ala 


Thr 


Phe 


Ser 


Cys 


Arg 


Ser Ser 


His 


Asn He 


Arg 


Ser 


Arg Arg Val 








20 




25 








30 


Ala 


Trp 


Tyr 


Gin 


His 


Lys 


Pro Gly Gin Ala Pro 


Arg 


Leu 


Val He His 




35 








40 








45 




Gly Val 


Ser 


Asn 


Arg 


Ala 


Ser Gly 


He 


Ser Asp 


Arg 


Phe 


Ser Gly Ser 




50 










55 






60 






Gly 


Ser 


Gly 


Thr 


Asp 


Phe 


Thr Leu 


Thr 


He Thr 


Arg 


Leu 


Glu Pro Glu 


65 








70 






75 






80 


Asp 


Phe 


Ala 


Leu 


Tyr 


Tyr 


Cys Gin 


Val 


Tyr Gly Ala 


Ser 


Ser Tyr Thr 








85 








90 






95 


Phe 


Gly 


Gin 


Gly 
100 


Thr 


Lys 


Leu Asp 


Phe 
105 


Lys Arg 









<210> 115 
<211> 107 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 115 

Glu Leu Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly Glu Arg 

15 10 15 

Ala Thr Phe Ser Cys Arg Ser Ser His Asn He Arg Ser Arg Arg Val 

20 25 30 

Ala Trp Tyr Gin His Lys Pro Gly Gin Ala Pro Arg Leu Val He His 
35 40 45 
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Gly Val Ser 


Asn Arg 


Ala 


Thr 


Gly 


50 






55 




Gly Ser Gly 


Thr Asp 


Phe 


Thr 


Leu 


65 




70 






Asp Phe Ala 


Leu Tyr 


Tyr 


Cys 


Gin 




85 








Phe Gly Gin 


Gly Thr Lys Leu 


Asp 



100 



<210> 116 
<211> 107 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 116 



Glu 


Leu 


Thr 


Gin 


Ser 


Pro 


Asp 


Thr 


1 








5 








Ala 


Thr 


Leu 


Ser 


Cys 


Arg 


Ala 


Ser 








20 










Ala 


Trp 


Tyr 


Gin 


His 


Lys 


Arg 


Gly 






35 










40 


Gly Val 


Ser 


Ser 


Arg 


Ala 


Gly 


Gly 




50 










55 




Gly 


Ser 


Gly 


Thr 


Asp 


Phe 


Ser 


Leu 


65 










70 






Asp 


Phe 


Ala 


Met 


Tyr 


Tyr 


Cys 


Gin 










85 








Phe 


Gly 


Gin 


Gly 


Thr 


Lys 


Val 


Asp 



100 



<210> 117 
<211> 107 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 117 



Glu Leu 


Thr 


Gin 


Ser 


Pro 


Asp 


Thr 


1 






5 








Ala Thr 


Leu 


Ser 


Cys 


Arg 


Ala 


Ser 






20 










Ala Trp 


Tyr 


Gin 


His 


Lys 


Arg 


Gly 




35 










40 


Gly Val 


Ser 


Asn 


Arg 


Ala 


Gly 


Gly 


50 










55 




Gly Ser 


Gly 


Thr 


Asp 


Phe 


Ser 


Leu 


65 








70 






Asp Phe 


Ala 


He 


Tyr 


Tyr 


Cys 


Gin 








85 








Phe Gly 


Gin 


Gly 


Thr 


Thr 


Val 


Asp 



100 





313 


.2C1 


.TXT 










He 


Ser 


Asp 


Arg 
60 


Phe 


Ser 


Glv 


Ser 


Thr 


He 


Thr 
75 


Arg 


Leu 


Glu 


Pro 


Glu 
80 


Val 


Tyr 
90 


Gly 


Ala 


Ser 


Ser 


Tyr 
95 


Thr 


Phe 


Lys 


Arg 












105 

















Leu 


Ser 


Leu 


Asn 


Val 


Gly Glu Arg 




10 










15 




His 


Arg 


He 


Ser 


Ser 


Arg 


Arg 


Leu 


25 










30 






Gin 


Ala 


Pro 


Arg 


Leu 
45 


Leu 


He 


Tyr 


Val 


Pro 


Asp 


Arg 
60 


Phe 


Ser 


Gly 


Ser 


Thr 


He 


Ser 
75 


Arg 


Leu 


Glu 


Pro 


Glu 
80 


Thr 


Tyr 
90 


Gly 


Gly 


Ser 


Ser 


Tyr 
95 


Thr 


He 


Lys 


Arg 












105 

















Leu 


Ser 


Leu 


Asn 


Ala 


Gly Glu Arg 




10 










15 




His 


Arg 


He 


Ser 


Ser 


Arg 


Arg 


Leu 


25 










30 






Gin 


Ala 


Pro 


Arg 


Leu 
45 


Leu 


He 


Tyr 


Val 


Pro 


Asp 


Arg 
60 


Phe 


Ser 


Gly 


Ser 


Thr 


lie 


Ser 
75 


Arg 


Leu 


Glu 


Pro 


Glu 
80 


Thr 


Tyr 


Gly 


Gly Ser 


Ser 


Tyr 


Thr 




90 










95 




He 


Lys 


Arg 












105 

















<210> 118 
<211> 107 
<212> PRT 
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<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 118 



Glu 


Leu 


Thr 


uin 


Ser 


Pro 


Asp Thr Leu 


Ser Leu Asn Thr Gly Glu Arg 


1 








D 






10 15 


Ala 


Thr 


Leu 


Ser 


Cys 


Arg 


Ala Ser His 


Arg He Gly Ser Arg Arg Leu 








20 




25 


30 


Ala 


Trp 


Tyr 


Gin 


His 


Arg 


Arg Gly Gin Ala Pro Arg Leu Leu He Tyr 




35 








40 


45 


Gly Val 


Ser 


Asn 


Arg 


Ala 


Gly Gly Val 


Pro Asp Arg Phe Ser Gly Ser 




50 










55 


60 


Gly 


Ser 


Gly 


Thr 


Asp 


Phe 


Thr Leu Thr 


He Ser Arg Leu Glu Pro Glu 


65 








70 




75 80 


Asp 


Phe 


Ala 


He 


Tyr 


Tyr 


Cys Gin Thr 


Tyr Gly Gly Ser Ser Tyr Thr 








85 






90 95 


Phe 


Gly 


Gin 


Gly 


Thr 


Lys 


Val Asp He 


Lys Arg 






100 






105 





<210> 119 
<211> 107 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 119 



Glu Leu 


Thr 


Gin 


Ser 


Pro 


Gly Thr Leu 


Ser 


Leu 


Thr 


Pro Gly Glu Arg 


1 






5 






10 








15 


Ala He 


Leu 


Ser 


Cys 


Lys 


Thr Ser His 


Asn 


He 


Trp 


Ser 


Arg Arg Leu 






20 


25 










30 


Ala Trp 


Tyr 


Gin 


Leu 


Lys 


Ser Gly Gin Ala 


Pro 


Arg 


Leu 


Leu He Tyr 


35 








40 








45 




Gly Val 


Ser 


Lys 


Arg 


Ala 


Gly Gly He 


Pro 


Asp 


Arg 


Phe 


Ser Gly Ser 


50 










55 






60 






Gly Ser 


Ala 


Thr 


Asp 


Phe 


Thr Leu Thr 


He 


Ser 


Arg 


Val 


Glu Pro Glu 


65 






70 






75 






80 


Asp Phe 


Ala 


Val 


Tyr 


Tyr 


Cys Gin Thr 


Tyr 


Gly Gly 


Ser 


Ala Tyr Thr 






85 






90 








95 


Phe Gly 


Gin 


Gly 


Thr 


Lys 


Leu Asp He 


Lys 


Arg 










100 






105 













<210> 120 
<211> 107 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 120 

Glu Leu Thr Gin Ser Pro Gly Thr Leu Ser Leu Thr Pro Gly Glu Arg 

15 10 15 

Ala He Leu Ser Cys Lys Thr Ser His Asn He Trp Ser Arg Arg Leu 

20 25 30 

Ala Trp Tyr Gin Leu Lys Ser Gly Gin Ala Pro Arg Leu Leu He Tyr 

35 40 45 

Gly Val Ser Lys Arg Ala Gly Gly He Pro Asp Arg Phe Ser Gly Ser 
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50 55 
Gly Ser Ala Thr Asp Phe Thr Leu 
65 70 
Asp Phe Ala Val Tyr Tyr Cys Gin 
85 

Phe Gly Gin Gly Thr Lys Leu Glu 
100 



313.2C1.TXT 
60 

Thr lie Ser Arg Val Glu Pro Glu 

75 80 
Thr Tyr Gly Gly Ser Ala Tyr Thr 

90 1 95 
lie Lys Arg 
105 



<210> 121 
<211> 107 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 121 



Glu Leu 


Thr 


Gin 


Ser 


Pro 


Gly Thr Leu Ser Ser 


Thr 


Pro 


Gly Glu Arg 


1 






5 




10 






15 


Ala He 


Leu 


Ser 


Cys 


Lys 


Thr Ser His Asn He 


Trp 


Ser 


Arg Arg Leu 






20 


25 






30 


Ala Trp 


Tyr 


Gin 


Val 


Lys 


Ser Gly Leu Pro Pro 


Arg 


Leu 


Leu He His 


35 








40 




45 




Gly Val 


Ser 


Arg 


Arg 


Ala 


Gly Gly He Pro Asp 


Arg 


Phe 


Ser Gly Ser 


50 










55 


60 






Gly Ser 


Ala 


Arg 


Asp 


Phe 


Thr Leu Thr He Ser 


Arg 


Leu 


Glu Pro Ala 


65 








70 


75 






80 


Asp Phe 


Ala 


Val 


Tyr 


Tyr 


Cys Gin Thr Tyr Gly Gly Ser Ser Tyr Ser 






85 




90 






95 


Phe Gly 


Gin 


Gly 


Thr 


Lys 


Leu Asp Phe Asn Arg 









100 105 



<210> 122 
<211> 107 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 122 



Glu Leu 


Thr 


Gin 


Ser 


Pro 


Gly Thr 


1 

Ala Val 


Leu 


Ser 


5 
Cys 


Arg 


Thr Ser 






20 








Ala Trp 


Tyr 


Gin 


Val 


Arg 


Arg Gly 




35 








40 


Gly Val 


Ser 


Lys 


Arg 


Ala 


Gly Gly 


50 










55 


Gly Ser 


Ala 


Arg 


Asp 


Phe 


Thr Leu 


65 








70 




Asp Phe 


Ala 


Val 


Tyr 


Phe 


Cys Gin 






85 






Phe Gly 


Gin 


Gly 


Asn 


Lys 


Leu Asp 



100 



Leu Ser Leu Asn Pro Gly Glu Arg 

10 15 
Arg Asn He Trp Ser Arg Arg Leu 
25 30 
Gin Ala Pro Arg Leu Leu He His 
45 

Val Pro Asp Arg Phe Ser Gly Ser 
60 

Thr He Ser Arg Leu Glu Pro Glu 

75 80 
Thr Tyr Gly Gly Ser Ser Tyr Thr 

90 95 
He Arg Arg 
105 



<210> 123 
<211> 126 
<212> PRT 

<213> Artificial Sequence 
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<220> 

<223> Synthesized 



<400> 123 



Gin 


Val 


Lys 


Leu 


Leu 


Glu Gin Ser 


1 








5 




Ala 


Ser 


Val 


Lys 


Val 


Ser Cys Gin 








20 






Phe 


Val 


Leu 


His 


Trp 


Ala Arg Gin 






35 






40 


Met 


Gly 


Trp 


He 


Asn 


Pro Ala Asn 




50 








55 


Phe 


Gin 


Asp 


Arg 


Val 


Ser Leu Thr 


65 










70 


Tyr 


Leu 


Glu 


Leu 


Thr 


Asn Leu Arg 










85 




Cys 


Ala 


Arg 


Val 


Gly Glu Trp Thr 








100 






Tyr 


Tyr 


Met 


Asp 


Val 


Trp Gly Lys 






115 






120 



<210> 124 
<211> 125 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 124 



Gin 


Val 


Lys 


Leu 


Leu 


Glu 


Gin Ser 


1 








5 






Ala 


Ser 


Val 


Lys 
20 


Val 


Ser 


Cys Gin 


Phe 


Val 


Leu 
35 


His 


Trp 


Ala 


Arg Gin 
40 


Met 


Gly 
50 


Trp 


He 


Asn 


Pro 


Ala Asn 
55 


Phe 


Gin 


Asp 


Arg 


Val 


Ser 


Leu Thr 


65 










70 




Tyr 


Leu 


Glu 


Leu 


Arg 
85 


Asn 


Leu Arg 


Cys 


Ala 


Arg 


Val 
100 


Gly 


Glu 


Trp Thr 


Tyr 


Tyr 


Met 
115 


Asp 


Val 


Trp 


Gly Arg 
120 



<210> 125 
<211> 124 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 125 

Gin Val Lys Leu Leu Glu Gin Ser 

1 5 
Ala Ser Val Lys Val Ser Cys Gin 
20 



Gly Ala 


Glu 


Val 


Lys 


Lys 


Pro 


Gly 


10 










15 




Ala Ser 


Gly Tyr 


Arg 


Phe 


Ser 


Asn 


25 








30 






Ala Pro 


Gly His 


Arg 


Pro 


Glu 


Trp 








45 








Gly Val 


Thr 


Glu 


He 


Pro 


Pro 


Lys 






60 










Arg Asp 


Thr 


Ser 


Ala Gly 


Thr 


Val 




75 










80 


Phe Ala 


Asp 


Thr 


aid 


Val 


Tyr 


Tyr 


90 










95 




Trp Asp 








VJ-L11 


Asp 


Asn 


105 








110 

11U 






Gly Thr 


Thr 


Val 




v d-L 












1 9 S 

.L it *J 








Gly Ala 


Glu 


Val 


Lys 


Lys 


Pro 


Gly 


10 










15 




Ala Ser 


Gly Tyr 


Arg 


Phe 


Ser 


Asn 


25 








30 






Ala Pro 


Gly His 


Arg 


Pro 


Glu 


Trp 








45 








Gly Val 


Thr 


Glu 


He 


Ser 


Pro 


Lys 




60 










Gly Asp 


Thr 


Ser 






Thr 


Val 




75 










80 


Phe Ala 


Asp 


Thr 


Ala 


Val 


Tyr 


Tyr 


90 










95 




Trp Asp 


Asp 


Ser 


Pro 


Gin 


Asp 


Asn 


105 








110 






Gly Thr 


Thr 


Val 


Thr 














125 








Gly Ala 


Glu 


Val 


Lys 


Lys 


Pro 


Gly 


10 










15 




Ala Ser 


Gly Tyr 


Arg 


Phe 


Ser 


Asn 
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Phe 


Val 


Leu 


His 


Trp 


Ala 


Arg 


Gin 


Met 


Gly 

D U 


Trp 


He 


Asn 


Pro 


Ala 


Asn 


Phe 


Gin 


Asp 


Arg 


Val 


Ser 


Leu 


Thr 


DD 










70 
/ u 






Tyr 


Leu 


Glu 


Leu 


Arg 
85 


Ser 


Leu 


Arg 


Cys 


Ala 


Arg 


Val 
100 


Gly 


Glu 


Trp 


Thr 


Tyr 


Tyr 


Met 
115 


Asp 


Val 


Trp 


Gly 


Lys 
120 





313 


,2C1 


.TXT 










A "I •= 
nla 


Drn 
cL U 


Gly His 


nl y 


Pro 


Glu 


up 










45 








C~\\r 


val 


1 111 


Pi 11 
60 


lie 


OCl 


Pro 


Lys 


Lr±y 


ASp 


Thr 


Ser 


raid 


otrl 


i in 


V d 1 


75 










80 


Phe 


Ala 
90 


Asp 


Thr 


Ala 


Val 


Tyr 
95 


Tyr 


Trp 


Asp 


Asp 


Ser 


Pro 


Gin 


Asp 


Asn 


105 










110 






Gly 


Thr 


Thr 


Val 











<210> 126 
<211> 124 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 126 



Gin 


Val 


Lys 


Leu 


Leu 


Glu 


Gin 


Ser 


1 








5 








Ala 


Ser 


Val 


Lys 
20 


He 


Ser 


Cys 


Gin 


Phe 


Val 


Leu 
35 


His 


Trp 


Ala 


Arg 


Gin 
40 


Met 


Gly 
50 


Trp 


Phe 


Asn 


Pro 


Ala 
55 


Asn 


Phe 


Gin 


Asp 


Arg 


Val 


Ser 


Phe 


Thr 


65 










70 






Tyr Val 


Glu 


Leu 


Arg 


Asn 


Leu 


Arg 










85 








Cys 


Ala 


Arg 


Val 
100 


Gly 


Pro 


Trp 


Thr 


Tyr 


Tyr 


Met 
115 


Asp 


Val 


Trp 


Gly 


Lys 
120 



Gly 


Ala 


Glu 


Val 


Lys 


Lys 


Pro 


Gly 




10 










15 




Ala 


Ser 


Gly Tyr 


Arg 


Phe 


Thr 


Asn 


25 










30 






Ala 


Pro 


Gly Gin 


Arg 


Pro 


Glu 


Trp 










45 








Gly 


He 


Lys 


Glu 


He 


Ser 


Pro 


Lys 








60 










Gly 


Asp 


Thr 


Ser 


Ala 


Ser 


Thr 


Ala 






75 










80 


Ser 


Ala 


Asp 


Thr 


Ala 


Val 


Tyr 


Tyr 




90 










95 




Trp 


Asp 


Asp 


Ser 


Pro 


Gin 


Asp 


Asn 


105 










110 






Gly 


Thr 


Thr 


Val 











<210> 127 
<211> 124 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 127 



Gin 


Val 


Lys 


Leu 


Leu 


Glu 


Gin 


Ser 


Gly 


Ala 


Glu Val 


Lys 


Lys 


Pro 


Gly 


1 






5 










10 








15 




Ala 


Ser 


Val 


Lys 


Val 


Ser 


Cys 


Gin 


Ala 


Ser 


Gly Tyr 


Arg 


Phe 


Ser 


Asn 








20 










25 








30 






Phe 


Val 


Leu 


His 


Trp 


Ala 


Arg 


Gin 


Ala 


Pro 


Gly His 


Arg 


Pro 


Glu 


Trp 






35 










40 








45 








Met 


Gly 


Trp 


He 


Asn 


Pro 


Ala 


Asn 


Gly 


Val 


Thr Glu 


He 


Ser 


Pro 


Lys 




50 










55 








60 










Phe 


Gin 


Asp 


Arg 


Val 


Ser 


Leu 


Thr 


Gly 


Asp 


Thr Ser 


Ala 


Ser 


Thr 


Val 


65 








70 










75 








80 


Tyr 


Leu 


Glu 


Leu 


Arg 


Asn 


Leu 


Arg 


Phe 


Ala 


Asp Thr 


Ala 


Val 


Tyr 


Tyr 








85 










90 








95 




Cys 


Ala 


Arg 


Val 


Gly 


Glu 


Trp 


Thr 


Trp 


Asp 


Asp Phe 


Pro 


Gin 


Asp 


Asn 
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100 

Tyr Tyr Met Asp Val Trp Gly Lys 
115 120 



<210> 128 
<211> 125 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 128 



Gin 


Val 


Lys 


Leu 


Leu 


Glu 


Gin 


Ser 


1 








5 








Ala 


Ser 


Val 


Lys 
20 


Leu 


Ser 


Cys 


Gin 


Phe 


Val 


Leu 
35 


His 


Trp 


Ala 


Arg 


Gin 
40 


Met 


Gly 
50 


Trp 


He 


Asn 


Pro 


Ala 
55 


Asn 


Phe 


Gin 


Asp 


Arg 


Val 


Ser 


Leu 


Thr 


65 










70 






Tyr 


Leu 


Glu 


Leu 


Arg 
85 


Asn 


Leu 


Arg 


Cys 


Ala 


Arg 


Val 
100 


Gly 


Glu 


Trp 


Thr 


Tyr 


Tyr 


Met 
115 


Asp 


Val 


Trp 


Gly 


Lys 
120 



<210> 129 
<211> 125 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 129 



Gin 


Val 


Lys 


Leu 


Leu 


Glu 


Gin 


Ser 


1 








5 








Ala 


Ser 


Val 


Lys 
20 


He 


Ser 


Cys 


Lys 


Phe 


Pro 


Leu 
35 


His 


Trp 


Val 


Arg 


Gin 
40 


Met 


Gly 
50 


Trp 


He 


Lys 


He 


Val 
55 


Asn 


Phe 


Val 


Asp 


Arg 


Val 


Thr 


Phe 


Thr 


65 










70 






Tyr 


Met 


Glu 


Val 


Arg 
85 


Gly 


Leu 


Arg 


Cys 


Ala 


Arg 


Val 
100 


Gly 


Glu 


Trp 


Thr 


Tyr 


Tyr 


Met 
115 


Asp 


Val 


Trp 


Gly 


Lys 
120 



<210> 130 
<211> 124 
<212> PRT 

<213> Artificial Sequence 





313 


.2C1 


.TXT 










105 










110 






Gly 


Thr 


Thr 


Val 










n~\ \r 
o±y 


Al a 


Glu 


Val 


Lys 


Lys 


Pro 


Glv 




10 










15 




Ala 


Ser 


Gly Tyr 


Arcr 

rii y 


Phe 


Ser 


Asn 


25 










30 






Al a 


XT J. KJ 


Gly His 


Arg 


Pro 


Glu 


x i V 










45 










\7a 1 


Thr 


Glu 


Tl p 


Cpr- 
O C -L 


Pro 


Lys 








60 










H~\\r 
\jj.y 


A on 


Thr 


Ser 


Al ^ 


Ocl 


i in 


Ua 1 
V ul 






75 










80 


Phe 


Ala 


Asp 


Thr 


Ala 


Val 


Tyr 


Tyr 




90 










95 




Trp 


Asp 


Asp 


Ser 


Pro 


Gin 


Asp 


Asn 


105 










110 






Gly 


Thr 


Thr 


Val 


Thr 
















125 










Thr 


Glu 


Val 


Lys 


Lys 


Pro 


Gly 




10 










15 




Al a 


Ser 


Gly Tyr 


Arg 


Phe 


Thr 


Asn 


Z. -J 










30 






Al pi 


Pro Gly Gin 


A T~rT 




vjl Li 


i Ly 










45 










Glu 


Lys 


Lys 


TH/r* 


otr J. 


m n 

W 111 


u_y o 








60 










H 1 \r 


Asp 


Thr 


Ser 


r\±cL 


Aon 


i. Ill 


Al ^ 






75 










o u 


Ser 


Ala 


Asp 


Thr 


Ala 


1 III 


iyr 


iyr 




90 










95 




Trp 


Asp 


Met 


Asp 


Pro 


Gin 


Ala 


Asn 


105 










110 






Gly 


Thr 


Thr 


Val 


Thr 
















125 
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<220> 

<223> Synthesized 



<400> 130 



Gin 


Val 


Lys 


Leu Leu 


Glu 


Gin Ser 


1 






5 






Ala 


Ser 


Val 


Lys Val 


Ser 


Cys Gin 








20 






Phe 


Val 


He 


His Trp 


Val 


Arg Gin 






35 






40 


Met 


Gly 


Trp 


He Asn 


Pro 


Tyr Asn 




50 








55 


Phe 


Arg 


Asp 


Arg Val 


Thr 


Phe Thr 


65 








70 




Tyr 


Met 


Glu 


Leu Arg 


Ser 


Leu Arg 








85 






Cys 


Ala 


Arg 


Val Gly 


Pro 


Tyr Thr 








100 






Tyr 


Tyr 


Met 


Asp Val 


Trp Gly Lys 






115 






120 



Gly Ala Glu Val Lys Lys Pro Gly 

10 15 
Ala Ser Gly Tyr Arg Phe Ser Asn 
25 30 
Ala Pro Gly Gin Arg Phe Glu Trp 
45 

Gly Asn Lys Glu Phe Ser Ala Lys 
60 

Ala Asp Thr Asp Ala Asn Thr Ala 

75 80 
Ser Ala Asp Thr Ala He Tyr Tyr 

90 95 
Trp Asp Asp Ser Pro Gin Asp Asn 
105 110 
Gly Thr Thr Val 



<210> 131 
<211> 124 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 131 



Gin 


Val 


Lys 


Leu 


Leu 


Glu 


Gin Ser Gly Ala Glu Val Lys 


Lys 


Pro Gly 


1 








5 




10 




15 




Ala 


Ser 


Val 


Lys 
20 


Val 


Ser 


Cys Gin Ala Ser Gly Tyr Arg 
25 


Phe 
30 


Ser 


Asn 


Phe 


Val 


Leu 


His 


Trp 


Ala 


Arg Gin Ala Pro Thr Gin Asp 


Leu 


Glu 


Trp 






35 








40 45 






Met 


Gly 


Trp 


He 


Asn 


Pro 


Ala Asn Gly Val Lys Glu He 


Ser 


Pro 


Lys 




50 










55 60 






Phe 


Gin 


Asp 


Arg 


Val 


Ser 


Leu Thr Gly Asp Thr Ser Ala 


Ser 


Thr 


Val 


65 










70 


75 






80 


Tyr 


Leu 


Glu 


Leu 


Arg 


Ser 


Leu Arg Phe Ala Asp Thr Ala 


Val 


Tyr 


Tyr 










85 




90 




95 


Cys 


Ala 


Arg 


Val 


Gly 


Glu 


Trp Thr Trp Asp Asp Ser Pro 


Gin 


Asp Asn 








100 






105 


110 






Tyr 


Tyr 


Met 
115 


Asp 


Val 


Trp 


Gly Lys Gly Thr Thr Val 
120 









<210> 132 
<211> 124 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 132 

Gin Val Lys Leu Leu Glu Gin Ser 

1 5 
Ala Ser Val Lys Val Ser Cys Gin 
20 



Gly Ala Glu Val Lys Lys Pro Gly 

10 15 
Ala Ser Gly Tyr Arg Phe Ser Asn 
25 30 
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Phe Val Leu 


His 


Trp Ala Arg 


bin 


35 






40 


Met Gly Trp 


lie 


Asn Pro Ala 


Asn 


50 




5b 




Phe Gin Asp 


Arg 


Val Ser Leu 


inr 


65 




70 




Tyr Leu Glu 


Leu 


Thr Asn Leu 


Arg 




85 




Cys Ala Arg 


Val 


Gly Glu Trp 


Thr 


100 






Tyr Tyr Met 


Asp 


Val Trp Gly 


Lys 


115 






120 



313.2C1.TXT 
Ala Pro Gly His Arg Pro Glu Trp 
45 

Gly Val Thr Glu lie Pro Pro Lys 
60 

Arg Asp Thr Ser Ala Gly Thr Val 

75 80 
Phe Ala Asp Thr Ala Val Tyr Tyr 

90 95 
Trp Asp Asp Ser Pro Gin Asp Asn 
105 HO 
Gly Thr Thr Val 



<210> 133 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 133 

tcgagggtcg gtcggtctct agacggtcgg tcggtca 

<210> 134 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 134 

ctagtgaccg accgaccgtc tagagaccga ccgaccc 

<210> 135 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 135 

cggtcggtcg gtcctcgagg gtcggtcggt ct 

<210> 136 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 136 

ctagagaccg accgaccctc gaggaccgac cgaccgagct 

<210> 137 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Synthesized 
<400> 137 

caaggagaca ggatccatga aatac 25 

<210> 138 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 138 

agggcgaatt ggatcccggg ccccc 25 

<210> 139 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 139 

ctagtcatca tcatcatcat taagctagc 29 

<210> 140 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 140 

ctaggctagc ttaatgatga tgatgatga 29 

<210> 141 
<211> 16 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 

<221> VARIANT 
<222> 1 

<223> Xaa = Any Amino Acid 
<400> 141 

Xaa Ser lie Ser lie Gly Pro Gly Arg Ala Phe Tyr Thr Gly Glx Cys 
15 10 15 



<210> 142 
<211> 126 
<212> PRT 
<213> Artificial 



Sequence 



<220> 

<223> Synthesized 
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<400> 142 



Leu 


Leu 




OCX 




ri u 


m v 

\j -L y 




i 
















Leu 


Thr 


Cys 


Thr 
9 n 


Val 


Ser 


Gly 


Gly 


Trp 


He 


Arg 


Gin 


Pro 


Ala 


Gly 


Lys 




J D 












Tyr 


Pro 

•J u 


Ser 


Gly 


Asn 


Thr 


His 


Tyr 


Thr 


Met 


Ser 


Arg 


Asp 


Thr 


Ser 


Lys 


65 










70 






Ser 


Val 


Thr 


Ala 


Ala 
85 


Asp 


Thr 


Ala 


Thr 


Gly 


Arg 


Thr 
100 


He 


Glu 


Glu 


He 


Gin 


Gly 


Thr 
115 


Leu 


Val 


Thr 


Val 


Ser 
120 



<210> 143 
<211> 122 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 143 



Leu 


Leu 


Lys 


Ser 


Gly 


Gly 


Gly 


Leu 


1 








5 








Leu 


Ser 


Cys 


Val 
20 


He 


Ser 


Ala 


Phe 


Trp 


Val 


Arg 
35 


Gin 


Ala 


Pro 


Gly 


Lys 
40 


Ser 


Met 
50 


Ser 


Thr 


Gly 


Ser 


Leu 
55 


Ser 


Phe 


Thr 


He 


Ser 


Arg 


Asp 


Asn 


Ala 


65 










70 






Ser 


Ser 


Leu 


Thr 


Ala 
85 


Glu 


Asp 


Thr 


Thr 


Pro 


Leu 


Val 
100 


Gly 


Arg 


Ala 


Leu 


Val 


Thr 


Val 
115 


Ser 


Ser 


Ala 


Ser 


Thr 
120 



<210> 144 
<211> 132 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 144 

Leu Leu Glu Ser Gly Gly Gly Leu 

1 5 
Leu Ser Cys Ser Ala Ser Gly Phe 
20 

Trp Val Arg Gin Ala Pro Gly Lys 

35 40 
Ser Ser Ser Arg Lys Tyr Thr Glu 



vai 




Pro Qpr m 11 


Thr 


Leu Ser 




1 n 






15 




Leu 


cpr Ser Phe 


Asp 


Trp Asn 








30 




Glv 


Leu 


Glu Tro He 


Gly 


Arg He 






45 






Asn 


Pro 


Ser Leu Ara 


Ser 


Arg Val 






60 






Asn 


Gin 


Phe Ser Val 


Lys 


Leu Thr 






75 




80 


Leu 


Tyr 


Tyr Cys Ala 


Arg 


Glu Asn 




90 






95 


Gly 


Asn 


Phe Phe Asp 


He 


Trp Gly 


105 






110 




Ser 


Ala 


Ser Thr Lys 


Gly 








125 






Val 


Lys 


Pro Gly Gly 


Ser 


Tien Aira 




10 






1 5 




Phe 


Ser Gly Tyr 


Asn 


He Asn 


Z, u 






30 




Glv 


Leu Glu Trp Val 


Ser 


Ser He 






45 






Tyr 


Ala 


Asp Ser Met 


Lys 


Gly Arg 






60 






Lys 


Asn 


Ser Val Tyr 


Leu 


Glu Met 






75 




80 


Ala 


Met 


Tyr Tyr Cys 


Ala 


Ala Arg 




90 






95 


Asp 


He Trp Gly Gin 


Gly 


Thr Val 


105 






110 




Lys 


Gly 








Val 


Lys 


Pro Gly Gly 


Ser 


Leu Arg 




10 






15 


Thr 


Phe 


Ser Ser Tyr 


Gly 


Met Asn 


25 






30 




Gly 


Pro Glu Trp Val 


Ala 


Tyr He 






45 






Tyr 


Ala 


Asp Ser Val 


Lys 


Gly Arg 
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55 




Phe 


Thr 


He 


Ser Arg 


Glu 


Asn 


Ala 












70 






Asp 


Ser 


Leu 


Thr 


Ala 
85 


Glu 


Asp 


Thr 


Arg 


Asp 


Phe 


Tyr 


Ser 


Gly Phe 


Gly 








100 










Tyr 


Met 


Asp 
115 


Val 


Trp 


Gly 


Lys 


Gly 
120 


Ser 


Thr 
130 


Lys 


Gly 











<210> 145 
<211> 126 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 145 



Leu 


Leu 


Glu 


Gin 


Ser 


Gly 


Gly 


Gly 


1 








5 








Arg 


He 


Ser 


Cys 
20 


Val 


Ala 


Ser 


Gly 


Ser 


Trp 


Val 
35 


Arg 


Gin 


Ala 


Pro 


Gly 
40 


He 


Ser 
50 


Gly 


Thr 


Gly 


Gly 


Ser 
55 


Asn 


Arg 


Phe 


Thr 


He 


Ser 


Arg 


Asp 


Asn 


65 










70 






Met 


Asn 


Ser 


Leu 


Arg 
85 


Ala 


Glu 


Asp 


Asp 


Arg 


Gly 


Pro 
100 


Arg 


He 


Gly 


He 


Gin 


Gly 


Thr 
115 


Leu 


Val 


Thr 


Val 


Ser 
120 



<210> 146 
<211> 124 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 146 



Leu 


Leu 


Glu 


Ser 


Gly 


Gly 


Gly 


Leu 


1 








5 








Leu 


Ser 


Cys 


Ala 


Ala 


Ser 


Gly 


Phe 








20 










Trp 


Val 


Arg 


Gin 


Ala 


Pro 


Gly 


Lys 






35 










40 


Ser 


Ala 


Ser 


Gly 


Gly 


Ser 


Thr 


Lys 




50 










55 




Phe 


He 


He 


Ser 


Arg 


Asp 


Asn 


Ser 


65 










70 






Asp 


Ser 


Leu 


Arg 


Ala 


Glu 


Asp 


Thr 










85 








Phe 


Arg 


Ala 


Phe 


Ala 


Arg 


Asp 


Pro 



100 



313 .2C1.TXT 
60 



Lys 


Tyr 


Ser 


Val 


Phe 


Leu 


Gin 


Leu 






75 










80 


Ala 


He 


Tyr 


Tyr 


Cys 


Ala 


Arg 


Gly 




90 










95 




Arg 


Arg 


Asp 


Asp 


Phe 


His 


Leu 


His 


105 










110 






Thr 


Thr 


Val 


Thr 


Val 


Ser 


Ser 


Ala 










125 










VClX 






Gly Gly 


Cor 


LlCU 




1 0 
X \J 










1 R 




Asp 


x x t; 




iyr 


Ser 


Tyr 


Al Pi 




25 










30 






juy o 


nl v 
uiy 


T .pi i 
.Lit: u. 




Trp 


Val 


r\-LCL 


C pi 
OCX 










45 








iyr 




Aid 


A en 
no ky 


Ser Val 












fin 










Ser 


Lys 


Ser 


Thr 


Leu 


Tyr 


Leu 


Gin 






75 










80 


Thr 


Ala 


Leu 


Tyr 


Tyr 


Cys 


Ala 


Arg 




90 










95 




Arg 


Gly 


Trp 


Phe 


Asp 


Ser 


Trp 


Gly 


105 










110 






Ser 


Ala 


Ser 


Thr 


Lys 


Gly 














125 








XTzz 1 
VClX 


ox 11 


Pro Gly 


Gly Ser 


.Leu 


Arg 




X V 










1 R 




Leu 


iyr 


Ser 


Ser 


Phe 


Ala 




Car 
OCX 












30 






\j ±y 


Leu 


Ala 


Trp 


Val 


Ser 


1 111. 


lie 










45 








iyr 


AT a 

r\XcL 


Asp 


Ser 


Val 


Lys 


\j xy 


Arg 








60 










Lys 


Asn 


Thr 


He 


Tyr 


Leu 


Gin 


Met 






75 










80 


Ala 


Val 


Tyr 


Tyr 


Cys 


Ala 


Lys 


Asn 




90 










95 




Trp 


Gly 


Asp 


Trp 


Gly Gin 


Gly 


Thr 


105 










110 
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Leu Val Thr Val Ser Ser Ala Ser Ala Ser Thr Lys 
115 120 



<210> 147 
<211> 109 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 

<400> 147 „. 
Met Ala Glu Leu Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly 

15 10 15 

Glu Arg Val He Val Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Asn 

20 25 30 

Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu 

35 " 40 45 

He Tyr Gly Ala Ser Asn Arg Ala Thr Gly He Pro Asp Arg Phe Ser 

50 55 60 

Glv Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr He Ser Arg Leu Glu 
65 70 75 80 

Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Gly Ser Ser Gly 

85 90 95 

Thr Phe Gly Gin Gly Thr Lys Val Glu He Lys Arg Thr 
100 105 



<210> 148 
<211> 112 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 148 

Met Ala Glu Leu Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly 

15 10 15 

Glu Arg Ala Thr Phe Ser Cys Arg Ser Ser His Ser He His Thr Arg 

20 25 30 

Arg Val Ala Trp Tyr Gin His Lys Pro Gly Gin Ala Pro Arg Leu Val 

35 ~ 40 45 

He His Gly Val Ser Asn Arg Ala Ser Gly He Ser Asp Arg Phe Ser 

50 ~ 55 60 

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr He Thr Arg Val Glu 
65 ~ 70 75 80 

Pro Glu Asp Phe Ala Leu Tyr Tyr Cys Gin Val Tyr Gly Ala Ser Ser 

85 90 95 

Tvr Thr Phe Gly Gin Gly Thr Lys Leu Glu Arg Lys Arg Thr Val Val 
100 105 HO 



<210> 149 
<211> 111 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 149 
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Met 


Ala 


Glu 


Leu 


Thr 


Gin 


Ser 


Pro 


1 








5 








Glu 


Arg 


Ala 


Thr 


Leu 


Ser 


Cys 


Arcr 








20 








Tyr 


Leu 


Ala 
35 


Trp 


Tyr 


Gin 


Gin 


Lys 
40 


He 


Tyr 
50 


Gly 


Ala 


Ser 


Thr 


Arg 
55 


Ala 


Gly 


Ser 


Gly 


Ser 


Gly 


Ala 


Asp 


Phe 


65 










70 




Pro 


Glu 


Asp 


Phe 


Ala 


Val 


Tyr 


Tyr 










85 






Thr 


Phe 


Gly 


Gin 
100 


Gly 


Thr 


Lys 


Leu 
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Gly Thr Leu Ser Leu Ser Pro Gly 

10 15 
Ala Ser Gin Ser Val Ser Asn Gly 
25 30 
Pro Gly Gin Ala Pro Arg Leu Leu 
45 

Thr Asp He Pro Asp Arg Phe Ser 
60 

Thr Leu Ala He Ser Arg Leu Glu 

75 80 
Cys Gin Gin Tyr Ala Gly Ser His 

90 95 
Glu He Lys Arg Thr Val Ala 
105 HO 



<210> 150 
<211> 111 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 150 



Met Ala 
1 


Glu 


Leu 


Thr 
5 


Gin 


Ser 


Pro 


Asp Arg 


Val 


Thr 


He 


Thr 


Cys 


Arg 






20 








Phe Asn 


Trp 


Tyr 


Gin 


Gin 


Lys 


Pro 




35 










40 


Tyr Ala 


Ala 


Asp 


He 


Leu 


Gin 


Ser 


50 










55 




Ser Gly 


Ser 


Gly 


Thr 


Asp 


Phe 


Thr 


65 








70 






Glu Asp 


Phe 


Ala 


Thr 


Tyr 


Tyr 


Cys 








85 








Thr Phe 


Gly 


Gin 


Gly 


Thr Arg Leu 






100 











Ser Ser Leu Ser Ala Ser Val Gly 

10 15 
Pro Ser Gin Gly He Gly Arg Phe 
25 30 
Gly Lys Ala Pro Asn Leu Leu He 
45 

Gly Val Pro Ser Arg Phe Ser Gly 
60 

Leu Thr He Ser Ser Leu Gin Pro 

75 80 
Gin Gin Ser Tyr Ser Thr Pro Tyr 

90 95 
Asp He Lys Arg Thr Val Ala 
105 HO 



<210> 151 
<211> 112 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 151 



Met Ala Glu 


Leu 


Thr Gin 


Ser Pro Ser Ser Leu Ser Ala 


Ser 


Val 


Gly 


1 




5 


10 




15 


Asp Arg Val 


Thr 


He Thr 


Cys Arg Ala Ser Gin Gly Val 


Ser 


Ser 


Ser 




20 




25 


30 






Tyr Leu Ala 


Trp 


Tyr Gin 


Gin Lys Pro Gly Gin Ala Pro 


Arg 


Leu 


Val 


35 






40 45 






He Phe Gly 


Ala 


Tyr Ser 


Arg Ala Thr Gly He Pro Asp 


Arg 


Phe 


Ser 


50 






55 60 






Gly Ser Gly 


Ser 


Gly Thr 


Asp Phe Thr Leu Thr He Ser 


Arg 


Leu 


Glu 


65 




70 


75 




80 


Pro Glu Asp 


Phe 


Ala Val 


Tyr Tyr Cys Gin Gin Tyr Gly 


Ser 


Ser 


Pro 


He Thr Phe 




85 


90 




95 




Gly 


Pro Gly 


Thr Lys Val Asp He Lys Arg 


Thr 


Val 


Ala 
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100 



313.2C1.TXT 
105 HO 



<210> 152 
<211> 729 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 

<221> CDS 

<222> (9) . . . (716) 

<400> 152 

agcttacc atg ggt gtg ccc act cag gtc ctg ggg ttg ctg ctg ctg tgg 50 
Met Gly Val Pro Thr Gin Val Leu Gly Leu Leu Leu Leu Trp 
15 10 

ctt aca gat gcc aga tgt gag ate gtt etc acg cag tct cca ggc acc 98 
Leu Thr Asp Ala Arg Cys Glu He Val Leu Thr Gin Ser Pro Gly Thr 
15 20 25 30 

ctg tct ctg tct cca ggg gaa aga gcc acc ttc tec tgt agg tec agt 146 
Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Phe Ser Cys Arg Ser Ser 
35 40 45 

cac age att cgc age cgc cgc gta gcc tgg tac cag cac aaa cct ggc 194 
His Ser He Arg Ser Arg Arg Val Ala Trp Tyr Gin His Lys Pro Gly 
50 55 60 

cag get cca agg ctg gtc ata cat ggt gtt tec aat agg gcc tct ggc 242 
Gin Ala Pro Arg Leu Val He His Gly Val Ser Asn Arg Ala Ser Gly 
65 70 75 

ate tea gac agg ttc age ggc agt ggg tct ggg aca gac ttc act etc 290 
He Ser Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu 
80 85 90 

acc ate acc aga gtg gag cct gaa gac ttt gca ctg tac tac tgt cag 338 
Thr He Thr Arg Val Glu Pro Glu Asp Phe Ala Leu Tyr Tyr Cvs Gin 
^5 100 105 110 

gtc tat ggt gcc tec teg tac act ttt ggc cag ggg acc aaa ctg gag 386 
Val Tyr Gly Ala Ser Ser Tyr Thr Phe Gly Gin Gly Thr Lys Leu Glu 
115 120 ~ 125 

agg aaa cga act gtg cct gca cca tct gtc ttc ate ttc ccg cca tct 434 
Arg Lys Arg Thr Val Pro Ala Pro Ser Val Phe He Phe Pro Pro Ser 
130 135 140 

gat gag cag ttg aaa tct ggg act gcc tct gtt gtg tgc ctg ctg aat 482 
Asp Glu Gin Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn 
145 150 155 

aac ttc tat ccc aga gag gcc aaa gta cag tgg aag gtg gat aac gcc 530 
Asn Phe Tyr Pro Arg Glu Ala Lys Val Gin Trp Lys Val Asp Asn Ala 
160 165 170 

etc caa teg ggt aac tec cag gag agt gtc aca gag cag gac age aag 578 
Leu Gin Ser Gly Asn Ser Gin Glu Ser Val Thr Glu Gin Asp Ser Lys 
175 180 185 190 
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gac age acc tac age etc age age ace ctg acg ctg age aaa gca gac 626 
Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp 
195 200 205 

tac gag aaa cac aaa gtc tac gec tgc gaa gtc acc cat cag ggc ctg 674 
Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gin Gly Leu 
210 215 220 

agt teg ccc gtc aca aag age ttc aac agg gga gag tgt taa 716 
Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys * 
225 230 235 

ttctagagaa ttc 729 

<210> 153 
<211> 235 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 153 



Met 


Gly 


V CLX 


Pro Thr 


Gin 


Val Leu 


Gly 


Leu 


Leu 


Leu 


Leu 


Trp 


Leu 


Thr 


1 






5 








10 










15 




Asp 


Ala 


Arg 


Cys Glu 


He 


Val Leu 


Thr 


Gin 


Ser 


Pro 


Gly 


Thr 


Leu 


Ser 








20 






25 










30 






Leu 


Ser 


Pro 


Gly Glu Arg 


Ala Thr 


Phe 


Ser 


Cys 


Arg 


Ser 


Ser 


His 


Ser 






35 






40 










45 








lie 


Arg 


Ser 


Arg Arg 


Val 


Ala Trp 


Tyr 


Gin 


His 


Lys 


Pro 


Gly Gin Ala 




50 








55 








60 










Pro 


Arg 


Leu 


Val He 


His 


Gly Val 


Ser 


Asn 


Arg 


Ala 


Ser 


Gly 


He 


Ser 


65 








70 








75 










80 


Asp 


Arg 


Phe 


Ser Gly Ser 


Gly Ser Gly 


Thr 


Asp 


Phe 


Thr 


Leu 


Thr 


He 








85 








90 










95 




Thr 


Arg 


Val 


Glu Pro 


Glu 


Asp Phe 


Ala 


Leu 


Tyr 


Tyr Cys 


Gin Val 


Tyr 








100 






105 










110 






Gly Ala 


Ser 


Ser Tyr 


Thr 


Phe Gly Gin 


Gly Thr Lys Leu 


Glu Arg Lys 






115 






120 










125 








Arg 


Thr 


Val 


Pro Ala 


Pro 


Ser Val 


Phe 


He 


Phe 


Pro 


Pro 


Ser 


Asp 


Glu 




130 








135 








140 










Gin 


Leu 


Lys 


Ser Gly Thr 


Ala Ser 


Val 


Val 


Cys 


Leu 


Leu 


Asn 


Asn 


Phe 


145 








150 








155 










160 


Tyr 


Pro 


Arg 


Glu Ala 


Lys 


Val Gin 


Trp 


Lys 


Val 


Asp 


Asn 


Ala 


Leu 


Gin 








165 








170 










175 




Ser 


Gly 


Asn 


Ser Gin 


Glu 


Ser Val 


Thr 


Glu 


Gin 


Asp 


Ser 


Lys 


Asp 


Ser 








180 






185 










190 






Thr 


Tyr 


Ser 


Leu Ser 


Ser 


Thr Leu 


Thr 


Leu 


Ser 


Lys 


Ala 


Asp 


Tyr 


Glu 






195 






200 








205 




Lys 


His 


Lys 


Val Tyr 


Ala 


Cys Glu 


Val 


Thr 


His 


Gin Gly 


Leu 


Ser 


Ser 




210 








215 








220 










Pro 


Val 


Thr 


Lys Ser 


Phe 


Asn Arg Gly 


Glu 


Cys 












225 








230 








235 













<210> 154 
<211> 3282 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
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<221> CDS 

<222> (15) . . . (455) 
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<400> 154 

aattcgccgc cacc atg gaa tgg age tgg gtc ttt etc ttc ttc ctg tea 50 

Met Glu Trp Ser Trp Val Phe Leu Phe Phe Leu Ser 
15 10 

gta act aca ggt gtc cac tec cag gtt cag ctg gtt cag tec ggg get 98 
Val Thr Thr Gly Val His Ser Gin Val Gin Leu Val Gin Ser Gly Ala 
15 20 25 

gag gtg aag aag cct ggg gee tea gtg aag gtt tct tgt cag get tct 146 
Glu Val Lys Lys Pro Gly Ala Ser Val Lys Val Ser Cys Gin Ala Ser 
30 35 40 

gga tac aga ttc agt aac ttt gtt att cat tgg gtg cgc cag gee ccc 194 
Gly Tyr Arg Phe Ser Asn Phe Val He His Trp Val Arg Gin Ala Pro 
45 50 55 60 

gga cag agg ttt gag tgg atg gga tgg ate aat cct tac aac gga aac 242 
Gly Gin Arg Phe Glu Trp Met Gly Trp He Asn Pro Tyr Asn Gly Asn 
65 70 75 

aaa gaa ttt tea gcg aag ttc cag gac aga gtc ace ttt ace gcg gac 290 
Lys Glu Phe Ser Ala Lys Phe Gin Asp Arg Val Thr Phe Thr Ala Asp 
80 85 90 

aca tec gcg aac aca gee tac atg gag ttg agg age etc agg tct gca 338 
Thr Ser Ala Asn Thr Ala Tyr Met Glu Leu Arg Ser Leu Arg Ser Ala 
95 100 105 

gac acg get gtt tat tat tgt gcg aga gtg ggg cca tat agt tgg gat 386 
Asp Thr Ala Val Tyr Tyr Cys Ala Arg Val Gly Pro Tyr Ser Trp Asp 
110 115 12 0 

gat tct ccc cag gac aat tat tat atg gac gtc tgg ggc aaa gga ace 434 
Asp Ser Pro Gin Asp Asn Tyr Tyr Met Asp Val Trp Gly Lys Gly Thr 
125 130 135 ~ 140 

acg gtc ate gtg age tea get tccaccaagg gcccatcggt cttccccctg 485 
Thr Val He Val Ser Ser Ala 
145 

gcaccctcct ccaagagcac ctctgggggc acagcggccc tgggctgect ggtcaaggac 545 
tacttccccg aaceggtgae ggtgtcgtgg aactcaggcg ccctgaccag cggcgtgcac 605 
accttcccgg ctgtcctaca gtcctcagga ctctactccc teagcagegt ggtgaccgtg 665 
ccctccagca gcttgggcac ccagacctac atetgeaacg tgaatcacaa gcccagcaac 725 
accaaggtgg acaagaaagt tggtgagagg ccagcacagg gagggagggt gtctgctgga 785 
agccaggctc agcgctcctg cctggacgca tcccggctat gcagccccag tccagggcag 845 
caaggcaggc cccgtctgcc tcttcacccg gaggectctg cccgccccac teatgetcag 905 
ggagagggtc ttctggcttt ttccccaggc tctgggcagg cacaggctag gtgcccctaa 965 
cccaggccct gcacacaaag gggcaggtgc tgggctcaga cctgccaaga gccatatccg 1025 
ggaggaccct gcccctgacc taagcccacc ccaaaggcca aactctccac tccctcagct 1085 
cggacacctt ctctcctccc agattcgagt aactcccaat cttctctctg cagagcccaa 1145 
atcttgtgac aaaactcaca catgcccacc gtgcccaggt aagccagccc aggcctcgcc 1205 
ctccagctca aggegggaca ggtgccctag agtagcctgc atccagggac aggccccagc 1265 
cgggtgctga cacgtccacc tccatctctc cctcagcacc tgaggccgcg ggaggaccat 1325 
cagtcttcct cttcccccca aaacccaagg acaccctcat gatctcccgg acccctgagg 1385 
teacatgegt ggtggtggac gtgagccacg aagaccctga ggtcaagttc aactggtacg 1445 
tggacggcgt ggaggtgcat aatgecaaga caaagccgcg ggaggagcag tacaacagca 1505 
cgtaccgtgt ggtcagcgtc ctcaccgtcc tgcaccagga ctggctgaat ggcaaggagt 1565 
acaagtgcaa ggtctccaac aaagccctcc cagcccccat cgagaaaacc atctccaaag 1625 
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ccaaaggtgg gacccgtggg gtgcgagggc cacatggaca gaggccggct cggcccaccc 1685 
tctgccctga gagtgaccgc tgtaccaacc tctgtcccta cagggcagcc ccgagaacca 1745 
caggtgtaca ccctgccccc atcccgggat gagctgacca agaaccaggt cagcctgacc 1805 
tgcctggtca aaggcttcta tcccagcgac atcgccgtgg agtgggagag caatgggcag 1865 
ccggagaaca actacaagac cacgcctccc gtgctggact ccgacggctc cttcttcctc 1925 
tacagcaagc tcaccgtgga caagagcagg tggcagcagg ggaacgtctt ctcatgctcc 1985 
gtgatgcatg aggctctgca caaccactac acgcagaaga gcctctccct gtctccgggt 2045 
aaatgagtgc gacggccggc aagcccccgc tccccgggct ctcgcggtcg cacgaggatg 2105 
cttggcacgt accccctgta catacttccc gggcgcccag catggaaata aagcacccag 2165 
cgctgccctg ggcccctgcg agactgtgat ggttctttcc acgggtcagg ccgagtctga 2225 
ggcctgagtg gcatgaggga ggcagagcgg gtcccactgt ccccacactg gcccaggctg 2285 
tgcaggtgtg cctgggccgc ctagggtggg gctcagccag gggctgccct cggcagggtg 2345 
ggggatttgc cagcgttgcc ctccctccag cagcacctgc cctgggctgg gccacgggaa 2405 
gccctaggag cccctgggga cagacacaca gcccctgcct ctgtaggaga ctgtcctgtt 2465 
ctgtgagcgc cctgtcctcc gacctccatg cccactcggg ggcatgccta gtccatgtgc 2525 
gtagggacag gccctccctc acccatctac ccccacggca ctaacccctg gctgtcctgc 2585 
ccagcctcgc acccgcatgg ggacacaacc gactccgggg acatgcactc tcgggccctg 2645 
tggagggact ggtgcagatg cccacacaca cactcagtcc agacccgttc aacaaaaccc 2705 
ccgcactgag gttggccggc cacacggcca ccacacacac acgtgcacgc ctcacacacg 2765 
gagcctcacc cgggcgaact gcacagcacc cagaccagag caaggtcctc gcacacgtga 2825 
acactcctcg gacacaggcc cccacgagcc ccacgcggca cctcaaggcc cacgagcctc 2885 
tcggcagctt ctccacatgc tgacctgctc agacaaaccc agccctcctc tcacaagggt 2945 
gcccctgcag ccgccacaca cacacagggg atcacacacc acgtcacgtc cctggccctg 3005 
gcccacttcc cagtgccgcc cttccctgca gggcggatca taatcagcca taccacattt 3065 
gtagaggttt tacttgcttt aaaaaacctc ccacacctcc ccctgaacct gaaacataaa 3125 
atgaatgcaa ttgttgttgt taacttgttt attgcagctt ataatggtta caaataaagc 3185 
aatagcatca caaatttcac aaataaagca tttttttcac tgcattctag ttgtggtttg 3245 
tccaaactca tcaatgtatc ttatcatgtc tagatcc 3282 

<210> 155 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 155 



Met 


Glu 


Trp 


Ser Trp 


Val 


Phe 


Leu 


Phe 


Phe 


Leu Ser Val Thr 


Thr 


Gly 


1 






5 










10 




15 


Val 


His 


Ser 


Gin Val 


Gin 


Leu 


Val 


Gin 


Ser 


Gly Ala Glu Val 


Lys 


Lys 








20 








25 




30 


Pro Gly Ala 


Ser Val 


Lys 


Val 


Ser 


Cys 


Gin 


Ala Ser Gly Tyr Arg 


Phe 






35 








40 






45 






Ser 


Asn 


Phe 


Val He 


His 


Trp 


Val 


Arg 


Gin 


Ala Pro Gly Gin Arg 


Phe 




50 








55 








60 






Glu 


Trp Met 


Gly Trp 


He 


Asn 


Pro 


Tyr 


Asn 


Gly Asn Lys Glu 


Phe 


Ser 


65 








70 










75 




80 


Ala 


Lys 


Phe 


Gin Asp Arg Val 


Thr 


Phe 


Thr 


Ala Asp Thr Ser 


Ala 


Asn 








85 










90 




95 




Thr 


Ala 


Tyr 


Met Glu 


Leu Arg 


Ser 


Leu 


Arg 


Ser Ala Asp Thr 


Ala 


Val 








100 








105 




110 






Tyr 


Tyr 


Cys 


Ala Arg 


Val 


Gly 


Pro 


Tyr 


Ser 


Trp Asp Asp Ser 


Pro 


Gin 






115 








120 






125 






Asp 


Asn 


Tyr 


Tyr Met 


Asp 


Val 


Trp 


Gly 


Lys 


Gly Thr Thr Val 


He 


Val 



130 135 140 

Ser Ser 
145 



<210> 156 
<211> 13254 
<212> DNA 
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<213> Artificial Sequence 
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<220> 

<223> Synthesized 
<400> 156 

ttcattgatc attaatcagc cataccacat 
tcccacacct ccccctgaac ctgaaacata 
ttattgcagc ttataatggt tacaaataaa 
catttttttc actgcattct agttgtggtt 
tctggatctc tagcttcgtg tcaaggacgg 
gtccgaaata cgcgttttga gatttctgtc 
tgtttatcgc cgatagagat ggcgatattg 
tgaaaatgtc gccgatgtga gtttctgtgt 
ttttgggcat acgcgatatc tggcgatagc 
acgactttgg tgacttgggc gattctgtgt 
acagacgata tgaggctata tcgccgatag 
catatcgatc tatacattga atcaatattg 
agcataaatc aatattggct attggccatt 
catttatatt ggctcatgtc caacattacc 
ttaatagtaa tcaattacgg ggtcattagt 
ataacttacg gtaaatggcc cgcctggctg 
aataatgacg tatgttccca tagtaacgcc 
ggagtattta cggtaaactg cccacttggc 
gccccctatt gacgtcaatg acggtaaatg 
cttatgggac tttcctactt ggcagtacat 
gatgcggttt tggcagtaca tcaatgggcg 
aagtctccac cccattgacg tcaatgggag 
tccaaaatgt cgtaacaact ccgccccatt 
ggaggtctat ataagcagag ctcgtttagt 
acgctgtttt gacctccata gaagacaccg 
gtgcattgga acgcggattc cccgtgccaa 
taggcccacc cccttggctt cttatgcatg 
cccccgcttc ctcatgttat aggtgatggt 
ccattattga ccactcccct attggtgacg 
tctttgccac aactctcttt attggctata 
cggactctgt atttttacag gatggggtct 
caccaccgtc cccagtgccc gcagttttta 
ctcgggtacg tgttccggac atgggctctt 
gccctgctcc catgcctcca gcgactcatg 
ggaggccaga cttaggcaca gcacgatgcc 
ggcggtaggg tatgtgtctg aaaatgagct 
tggaagactt aaggcagcgg cagaagaaga 
agagtcagag gtaactcccg ttgcggtgct 
agtactcgtt gctgccgcgc gcgccaccag 
cctttccatg ggtcttttct gcagtcaccg 
atcgactcta gaggatcgat ccccgggcga 
ctgggtcttt ctcttcttcc tgtcagtaac 
tcagtccggg gctgaggtga agaagcctgg 
tggatacaga ttcagtaact ttgttattca 
tgagtggatg ggatggatca atccttacaa 
ggacagagtc acctttaccg cggacacatc 
cctcaggtct gcagacacgg ctgtttatta 
tgattctccc caggacaatt attatatgga 
gagctcagct tccaccaagg gcccatcggt 
ctctgggggc acagcggccc tgggctgcct 
ggtgtcgtgg aactcaggcg ccctgaccag 
gtcctcagga ctctactccc tcagcagcgt 
ccagacctac atctgcaacg tgaatcacaa 
tggtgagagg ccagcacagg gagggagggt 
cctggacgca tcccggctat gcagccccag 
tcttcacccg gaggcctctg cccgccccac 
ttccccaggc tctgggcagg cacaggctag 



ttgtagaggt tttacttgct ttaaaaaacc 60 
aaatgaatgc aattgttgtt gttaacttgt 120 
gcaatagcat cacaaatttc acaaataaag 180 
tgtccaaact catcaatgta tcttatcatg 240 
tgactgcagt gaataataaa atgtgtgttt 300 
gccgactaaa ttcatgtcgc gcgatagtgg 3 60 
gaaaaatcga tatttgaaaa tatggcatat 420 
aactgatatc gccatttttc caaaagtgat 480 
gcttatatcg tttacggggg atggcgatag 540 
gtcgcaaata tcgcagtttc gatataggtg 600 
aggcgacatc aagctggcac atggccaatg 660 
gccattagcc atattattca ttggttatat 720 
gcatacgttg tatccatatc ataatatgta 780 
gccatgttga cattgattat tgactagtta 840 
tcatagccca tatatggagt tccgcgttac 900 
accgcccaac gacccccgcc cattgacgtc 960 
aatagggact ttccattgac gtcaatgggt 1020 
agtacatcaa gtgtatcata tgccaagtac 1080 
gcccgcctgg cattatgccc agtacatgac 1140 
ctacgtatta gtcatcgcta ttaccatggt 1200 
tggatagcgg tttgactcac ggggatttcc 1260 
tttgttttgg caccaaaatc aacgggactt 1320 
gacgcaaatg ggcggtaggc gtgtacggtg 1380 
gaaccgtcag atcgcctgga gacgccatcc 1440 
ggaccgatcc agcctccgcg gccgggaacg 1500 
gagtgacgta agtaccgcct atagagtcta 1560 
ctatactgtt tttggcttgg ggtctataca 1620 
atagcttagc ctataggtgt gggttattga 1680 
atactttcca ttactaatcc ataacatggc 1740 
tgccaataca ctgtccttca gagactgaca 1800 
catttattat ttacaaattc acatatacaa 1860 
ttaaacataa cgtgggatct ccacgcgaat 192 0 
ctccggtagc ggcggagctt ctacatccga 1980 
gtcgctcggc agctccttgc tcctaacagt 2 040 
caccaccacc agtgtgccgc acaaggccgt 2100 
cggggagcgg gcttgcaccg ctgacgcatt 2160 
tgcaggcagc tgagttgttg tgttctgata 2220 
gttaacggtg gagggcagtg tagtctgagc 2280 
acataatagc tgacagacta acagactgtt 2340 
tccttgacac gaagcttggg ctgcaggtcg 2400 
gctcgaattc gccgccacca tggaatggag 2460 
tacaggtgtc cactcccagg ttcagctggt 2520 
ggcctcagtg aaggtttctt gtcaggcttc 2580 
ttgggtgcgc caggcccccg gacagaggtt 2 640 
cggaaacaaa gaattttcag cgaagttcca 2700 
cgcgaacaca gcctacatgg agttgaggag 2760 
ttgtgcgaga gtggggccat atagttggga 2820 
cgtctggggc aaaggaacca cggtcatcgt 2880 
cttccccctg gcaccctcct ccaagagcac 2940 
ggtcaaggac tacttccccg aaccggtgac 3000 
cggcgtgcac accttcccgg ctgtcctaca 3 060 
ggtgaccgtg ccctccagca gcttgggcac 3120 
gcccagcaac accaaggtgg acaagaaagt 3180 
gtctgctgga agccaggctc agcgctcctg 3240 
tccagggcag caaggcaggc cccgtctgcc 3300 
tcatgctcag ggagagggtc ttctggcttt 3360 
gtgcccctaa cccaggccct gcacacaaag 342 0 
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gggcaggtgc tgggctcaga cctgccaaga 
taagcccacc ccaaaggcca aactctccac 
agattcgagt aactcccaat cttctctctg 
catgcccacc gtgcccaggt aagccagccc 
ggtgccctag agtagcctgc atccagggac 
tccatctctc cctcagcacc tgaggccgcg 
aaacccaagg acaccctcat gatctcccgg 
gtgagccacg aagaccctga ggtcaagttc 
aatgccaaga caaagccgcg ggaggagcag 
ctcaccgtcc tgcaccagga ctggctgaat 
aaagccctcc cagcccccat cgagaaaacc 
gtgcgagggc cacatggaca gaggccggct 
tgtaccaacc tctgtcccta cagggcagcc 
atcccgggat gagctgacca agaaccaggt 
tcccagcgac atcgccgtgg agtgggagag 
cacgcctccc gtgctggact ccgacggctc 
caagagcagg tggcagcagg ggaacgtctt 
caaccactac acgcagaaga gcctctccct 
aagcccccgc tccccgggct ctcgcggtcg 
catacttccc gggcgcccag catggaaata 
agactgtgat ggttctttcc acgggtcagg 
ggcagagcgg gtcccactgt ccccacactg 
ctagggtggg gctcagccag gggctgccct 
ctccctccag cagcacctgc cctgggctgg 
cagacacaca gcccctgcct ctgtaggaga 
gacctccatg cccactcggg ggcatgccta 
acccatctac ccccacggca ctaacccctg 
ggacacaacc gactccgggg acatgcactc 
cccacacaca cactcagtcc agacccgttc 
cacacggcca ccacacacac acgtgcacgc 
gcacagcacc cagaccagag caaggtcctc 
cccacgagcc ccacgcggca cctcaaggcc 
tgacctgctc agacaaaccc agccctcctc 
cacacagggg atcacacacc acgtcacgtc 
cttccctgca gggcggatca taatcagcca 
aaaaaacctc ccacacctcc ccctgaacct 
taacttgttt attgcagctt ataatggtta 
aaataaagca tttttttcac tgcattctag 
ttatcatgtc tagatcctct acgccggacg 
tgcggttgct ggcgcctata tcgccgacat 
cgggctcatg agcgcttgtt tcggcgtggg 
ttgggcgcca tctccttgca tgcaccattc 
ctactactgg gctgcttcct aatgcaggag 
gcgttgctgg cgtttttcca taggctccgc 
tcaagtcaga ggtggcgaaa cccgacagga 
agctccctcg tgcgctctcc tgttccgacc 
ctcccttcgg gaagcgtggc gctttctcaa 
taggtcgttc gctccaagct gggctgtgtg 
gccttatccg gtaactatcg tcttgagtcc 
gcagcagcca ctggtaacag gattagcaga 
ttgaagtggt ggcctaacta cggctacact 
ctgaagccag ttaccttcgg aaaaagagtt 
gctggtagcg gtggtttttt tgtttgcaag 
caagaagatc ctttgatctt ttctacgggg 
taagggattt tggtcatgag attatcaaaa 
aaatgaagtt ttaaatcaat ctaaagtata 
tgcttaatca gtgaggcacc tatctcagcg 
tgactccccg tcgtgtagat aactacgata 
gcaatgatac cgcgagaccc acgctcaccg 
gccggaaggg ccgagcgcag aagtggtcct 
aattgttgcc gggaagctag agtaagtagt 
gccattgcta caggcatcgt ggtgtcacgc 
ggttcccaac gatcaaggcg agttacatga 
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gccatatccg ggaggaccct gcccctgacc 3480 
tccctcagct cggacacctt ctctcctccc 3540 
cagagcccaa atcttgtgac aaaactcaca 3600 
aggcctcgcc ctccagctca aggcgggaca 3660 
aggccccagc cgggtgctga cacgtccacc 3720 
ggaggaccat cagtcttcct cttcccccca 3780 
acccctgagg tcacatgcgt ggtggtggac 3840 
aactggtacg tggacggcgt ggaggtgcat 3900 
tacaacagca cgtaccgtgt ggtcagcgtc 3960 
ggcaaggagt acaagtgcaa ggtctccaac 4020 
atctccaaag ccaaaggtgg gacccgtggg 4080 
cggcccaccc tctgccctga gagtgaccgc 4140 
ccgagaacca caggtgtaca ccctgccccc 4200 
cagcctgacc tgcctggtca aaggcttcta 4260 
caatgggcag ccggagaaca actacaagac 4320 
cttcttcctc tacagcaagc tcaccgtgga 4380 
ctcatgctcc gtgatgcatg aggctctgca 4440 
gtctccgggt aaatgagtgc gacggccggc 4500 
cacgaggatg cttggcacgt accccctgta 4560 
aagcacccag cgctgccctg ggcccctgcg 4620 
ccgagtctga ggcctgagtg gcatgaggga 4680 
gcccaggctg tgcaggtgtg cctgggccgc 4740 
cggcagggtg ggggatttgc cagcgttgcc 4800 
gccacgggaa gccctaggag cccctgggga 4860 
ctgtcctgtt ctgtgagcgc cctgtcctcc 4920 
gtccatgtgc gtagggacag gccctccctc 4980 
gctgtcctgc ccagcctcgc acccgcatgg 5040 
tcgggccctg tggagggact ggtgcagatg 5100 
aacaaaaccc ccgcactgag gttggccggc 5160 
ctcacacacg gagcctcacc cgggcgaact 5220 
gcacacgtga acactcctcg gacacaggcc 5280 
cacgagcctc tcggcagctt ctccacatgc 5340 
tcacaagggt gcccctgcag ccgccacaca 5400 
cctggccctg gcccacttcc cagtgccgcc 5460 
taccacattt gtagaggttt tacttgcttt 5520 
gaaacataaa atgaatgcaa ttgttgttgt 5580 
caaataaagc aatagcatca caaatttcac 5640 
ttgtggtttg tccaaactca tcaatgtatc 5700 
catcgtggcc ggcatcaccg gcgccacagg 5760 
caccgatggg gaagatcggg ctcgccactt 5820 
tatggtggca ggcccgtggc cgggggactg 5880 
cttgcggcgg cggtgctcaa cggcctcaac 5940 
tcgcataagg gagagcgtcg acctcgggcc 6000 
ccccctgacg agcatcacaa aaatcgacgc 6060 
ctataaagat accaggcgtt tccccctgga 612 0 
ctgccgctta ccggatacct gtccgccttt 6180 
tgctcacgct gtaggtatct cagttcggtg 6240 
cacgaacccc ccgttcagcc cgaccgctgc 6300 
aacccggtaa gacacgactt atcgccactg 6360 
gcgaggtatg taggcggtgc tacagagttc 6420 
agaaggacag tatttggtat ctgcgctctg 6480 
ggtagctctt gatccggcaa acaaaccacc 6540 
cagcagatta cgcgcagaaa aaaaggatct 6600 
tctgacgctc agtggaacga aaactcacgt 6660 
aggatcttca cctagatcct tttaaattaa 672 0 
tatgagtaaa cttggtctga cagttaccaa 6780 
atctgtctat ttcgttcatc catagttgcc 6840 
cgggagggct taccatctgg ccccagtgct 6900 
gctccagatt tatcagcaat aaaccagcca 6960 
gcaactttat ccgcctccat ccagtctatt 7020 
tcgccagtta atagtttgcg caacgttgtt 7080 
tcgtcgtttg gtatggcttc attcagctcc 7140 
tcccccatgt tgtgcaaaaa agcggttagc 7200 
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tccttcggtc ctccgatcgt tgtcagaagt aagttggccg cagtgttatc actcatggtt 7260 
atggcagcac tgcataattc tcttactgtc atgccatccg taagatgctt ttctgtgact 7320 
ggtgagtact caaccaagtc attctgagaa tagtgtatgc ggcgaccgag ttgctcttgc 7380 
ccggcgtcaa cacgggataa taccgcgcca catagcagaa ctttaaaagt gctcatcatt 7440 
ggaaaacgtt cttcggggcg aaaactctca aggatcttac cgctgttgag atccagttcg 7500 
atgtaaccca ctcgtgcacc caactgatct tcagcatctt ttactttcac cagcgtttct 7560 
gggtgagcaa aaacaggaag gcaaaatgcc gcaaaaaagg gaataagggc gacacggaaa 7620 
tgttgaatac tcatactctt cctttttcaa tattattgaa gcatttatca gggttattgt 7680 
ctcatgagcg gatacatatt tgaatgtatt tagaaaaata aacaaatagg ggttccgcgc 7740 
acatttcccc gaaaagtgcc acctgacgtc taagaaacca ttattatcat gacattaacc 7800 
tataaaaata ggcgtatcac gaggccctga tggctctttg cggcacccat cgttcgtaat 7 860 
gttccgtggc accgaggaca accctcaaga gaaaatgtaa tcacactggc tcaccttcgg 7920 
gtgggccttt ctgcgtttat aaggagacac tttatgttta agaaggttgg taaattcctt 7980 
gcggctttgg cagccaagct agatccggct gtggaatgtg tgtcagttag ggtgtggaaa 8040 
gtccccaggc tccccagcag gcagaagtat gcaaagcatg catctcaatt agtcagcaac 8100 
caggctcccc agcaggcaga agtatgcaaa gcatgcatct caattagtca gcaaccatag 8160 
tcccgcccct aactccgccc atcccgcccc taactccgcc cagttccgcc cattctccgc 8220 
cccatggctg actaattttt tttatttatg cagaggccga ggccgcctcg gcctctgagc 8280 
tattccagaa gtagtgagga ggcttttttg gaggcctagg cttttgcaaa aactagcttg 8340 
gggccaccgc tcagagcacc ttccaccatg gccacctcag caagttccca cttgaacaaa 8400 
aacatcaagc aaatgtactt gtgcctgccc cagggtgaga aagtccaagc catgtatatc 8460 
tgggttgatg gtactggaga aggactgcgc tgcaaaaccc gcaccctgga ctgtgagccc 8520 
aagtgtgtag aagagttacc tgagtggaat tttgatggct ctagtacctt tcagtctgag 8580 
ggctccaaca gtgacatgta tctcagccct gttgccatgt ttcgggaccc cttccgcaga 8640 
gatcccaaca agctggtgtt ctgtgaagtt ttcaagtaca accggaagcc tgcagagacc 8700 
aatttaaggc actcgtgtaa acggataatg gacatggtga gcaaccagca cccctggttt 8760 
ggaatggaac aggagtatac tctgatggga acagatgggc acccttttgg ttggccttcc 8820 
aatggctttc ctgggcccca aggtccgtat tactgtggtg tgggcgcaga caaagcctat 8880 
ggcagggata tcgtggaggc tcactaccgc gcctgcttgt atgctggggt caagattaca 8940 
ggaacaaatg ctgaggtcat gcctgcccag tgggaactcc aaataggacc ctgtgaagga 9000 
atccgcatgg gagatcatct ctgggtggcc cgtttcatct tcatcgagta tgtgaagact 9060 
ttggggtaat agcaaccttt gaccccaagc ccattcctgg gaactggaat ggtgcaggct 9120 
gccataccaa ctttagcacc aaggccatgc gggaggagaa tggtctgaag cacatcgagg 9180 
aggccatcga gaaactaagc aagcggcacc ggtaccacat tcgagcctac gatcccaagg 9240 
ggggcctgga caatgcccgt ggtctgactg ggttccacga aacgtccaac atcaacgact 9300 
tttctgctgg tgtcgccaat cgcagtgcca gcatccgcat tccccggact gtcggccagg 9360 
agaagaaagg ttactttgaa gaccgcggcc cctctgccaa ttgtgacccc tttgcagtga 9420 
cagaagccat cgtccgcaca tgccttctca atgagactgg ccacgagccc ttccaataca 9480 
aaaactaatt agactttgag tgatcttgag cctttcctag ttcatcccac cccgccccag 9540 
agagatcttt gtgaaggaac cttacttctg tggtgtgaca taattggaca aactacctac 9600 
agagatttaa agctctaagg taaatataaa atttttaagt gtataatgtg ttaaactact 9660 
gattctaatt gtttgtgtat tttagattcc aacctatgga actgatgaat gggagcagtg 9720 
gtggaatgcc tttaatgagg aaaacctgtt ttgctcagaa gaaatgccat ctagtgatga 9780 
tgaggctact gctgactctc aacattctac tcctccaaaa aagaagagaa aggtagaaga 9840 
ccccaaggac tttccttcag aattgctaag ttttttgagt catgctgtgt ttagtaatag 9900 
aactcttgct tgctttgcta tttacaccac aaaggaaaaa gctgcactgc tatacaagaa 9960 
aattatggaa aaatattctg taacctttat aagtaggcat aacagttata atcataacat 1002 0 
actgtttttt cttactccac acaggcatag agtgtctgct attaataact atgctcaaaa 10080 
attgtgtacc tttagctttt taatttgtaa aggggttaat aaggaatatt tgatgtatag 10140 
tgccttgact agagatcata atcagccata ccacatttgt agaggtttta cttgctttaa 10200 
aaaacctccc acacctcccc ctgaacctga aacataaaat gaatgcaatt gttgttgtta 10260 
acttgtttat tgcagcttat aatggttaca aataaagcaa tagcatcaca aatttcacaa 10320 
ataaagcatt tttttcactg cattctagtt gtggtttgtc caaactcatc aatgtatctt 10380 
atcatgtctg gatctctagc ttcgtgtcaa ggacggtgac tgcagtgaat aataaaatgt 10440 
gtgtttgtcc gaaatacgcg ttttgagatt tctgtcgccg actaaattca tgtcgcgcga 10500 
tagtggtgtt tatcgccgat agagatggcg atattggaaa aatcgatatt tgaaaatatg 10560 
gcatattgaa aatgtcgccg atgtgagttt ctgtgtaact gatatcgcca tttttccaaa 1062 0 
agtgattttt gggcatacgc gatatctggc gatagcgctt atatcgttta cgggggatgg 10680 
cgatagacga ctttggtgac ttgggcgatt ctgtgtgtcg caaatatcgc agtttcgata 10740 
taggtgacag acgatatgag gctatatcgc cgatagaggc gacatcaagc tggcacatgg 10800 
ccaatgcata tcgatctata cattgaatca atattggcca ttagccatat tattcattgg 10860 
ttatatagca taaatcaata ttggctattg gccattgcat acgttgtatc catatcataa 10920 
tatgtacatt tatattggct catgtccaac attaccgcca tgttgacatt gattattgac 10980 
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tagttattaa tagtaatcaa ttacggggtc attagttcat agcccatata tggagttccg 11040 
cgttacataa cttacggtaa atggcccgcc tggctgaccg cccaacgacc cccgcccatt 11100 
gacgtcaata atgacgtatg ttcccatagt aacgccaata gggactttcc attgacgtca 11160 
atgggtggag tatttacggt aaactgccca cttggcagta catcaagtgt atcatatgcc 11220 
aagtacgccc cctattgacg tcaatgacgg taaatggccc gcctggcatt atgcccagta 11280 
catgacctta tgggactttc ctacttggca gtacatctac gtattagtca tcgctattac 11340 
catggtgatg cggttttggc agtacatcaa tgggcgtgga tagcggtttg actcacgggg 11400 
atttccaagt ctccacccca ttgacgtcaa tgggagtttg ttttggcacc aaaatcaacg 11460 
ggactttcca aaatgtcgta acaactccgc cccattgacg caaatgggcg gtaggcgtgt 11520 
acggtgggag gtctatataa gcagagctcg tttagtgaac cgtcagatcg cctggagacg 11580 
ccatccacgc tgttttgacc tccatagaag acaccgggac cgatccagcc tccgcggccg 11640 
ggaacggtgc attggaacgc ggattccccg tgccaagagt gacgtaagta ccgcctatag 11700 
agtctatagg cccaccccct tggcttctta tgcatgctat actgtttttg gcttggggtc 11760 
tatacacccc cgcttcctca tgttataggt gatggtatag cttagcctat aggtgtgggt 11820 
tattgaccat tattgaccac tcccctattg gtgacgatac tttccattac taatccataa 11880 
catggctctt tgccacaact ctctttattg gctatatgcc aatacactgt ccttcagaga 11940 
ctgacacgga ctctgtattt ttacaggatg gggtctcatt tattatttac aaattcacat 12000 
atacaacacc accgtcccca gtgcccgcag tttttattaa acataacgtg ggatctccac 12060 
gcgaatctcg ggtacgtgtt ccggacatgg gctcttctcc ggtagcggcg gagcttctac 12120 
atccgagccc tgctcccatg cctccagcga ctcatggtcg ctcggcagct ccttgctcct 12180 
aacagtggag gccagactta ggcacagcac gatgcccacc accaccagtg tgccgcacaa 12240 
ggccgtggcg gtagggtatg tgtctgaaaa tgagctcggg gagcgggctt gcaccgctga 12300 
cgcatttgga agacttaagg cagcggcaga agaagatgca ggcagctgag ttgttgtgtt 123 60 
ctgataagag tcagaggtaa ctcccgttgc ggtgctgtta acggtggagg gcagtgtagt 12420 
ctgagcagta ctcgttgctg ccgcgcgcgc caccagacat aatagctgac agactaacag 12480 
actgttcctt tccatgggtc ttttctgcag tcaccgtcct tgacacgaag cttaccatgg 12540 
gtgtgcccac tcaggtcctg gggttgctgc tgctgtggct tacagatgcc agatgtgaga 12600 
tcgttctcac gcagtctcca ggcaccctgt ctctgtctcc aggggaaaga gccaccttct 12660 
cctgtaggtc cagtcacagc attcgcagcc gccgcgtagc ctggtaccag cacaaacctg 12720 
gccaggctcc aaggctggtc atacatggtg tttccaatag ggcctctggc atctcagaca 12780 
ggttcagcgg cagtgggtct gggacagact tcactctcac catcaccaga gtggagcctg 12840 
aagactttgc actgtactac tgtcaggtct atggtgcctc ctcgtacact tttggccagg 12900 
ggaccaaact ggagaggaaa cgaactgtgc ctgcaccatc tgtcttcatc ttcccgccat 12960 
ctgatgagca gttgaaatct gggactgcct ctgttgtgtg cctgctgaat aacttctatc 13020 
ccagagaggc caaagtacag tggaaggtgg ataacgccct ccaatcgggt aactcccagg 13080 
agagtgtcac agagcaggac agcaaggaca gcacctacag cctcagcagc accctgacgc 13140 
tgagcaaagc agactacgag aaacacaaag tctacgcctg cgaagtcacc catcagggcc 13200 
tgagatcgcc cgtcacaaag agcttcaaca ggggagagtg ttaattctag agaa ^ 13254 



<210> 157 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 157 

caggttcagc tggttcagtc cggggct 27 

<210> 158 
<211> 44 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 158 

ccttggagct cacgatgacc gtggttcctt ggccccagac gtcc 44 
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<210> 159 
<211> 60 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 159 

ggccgcgaat tcgccgccac catggaatgg agctgggtct ttctcttctt cctgtcagta 60 



<210> 160 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 160 

agccccggac tgaaccagct gaacctg 27 

<210> 161 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 161 

ggagttgagg agcctcaggt ctgcagacac gg 32 

<210> 162 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 162 

ccgtgtctgc agacctgtgg ctcctcaact cc 32 

<210> 163 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 163 

gatgccagat gtgagatcgt tctcacgcag tct 33 

<210> 164 
<211> 67 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
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<400> 164 

gcgggatccg aattctctag aattaacact ctcccctgtt gaagctcttt gtgacgggcg 60 
aactcag 57 

<210> 165 
<211> 51 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 165 

gcgcgaattc accatgggtg tgcccactca ggtcctgggg gttgctgctg c 51 



<210> 166 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 166 

agactgcgtg agaacgatct cacatctggc ate 

<210> 167 
<211> 50 
<212> DNA 

<213> Artificial Sequence 



33 



<220> 

<223> Synthesized 
<400> 167 

gegcaagett accatgggtg tgcccactca ggtcctgggg ttgctgctgc 50 

<210> 168 
<211> 729 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 168 

gaattctcta gaattaacac tctcccctgt tgaagctctt tgtgacgggc gaactcaggc 60 
cctgatgggt gaettegcag gegtagaett tgtgtttctc gtagtctget ttgctcagcg 120 
teagggtget gctgaggctg taggtgctgt ccttgctgtc ctgctctgtg acactctcct 180 
gggagttacc cgattggagg gcgttatcca ccttccactg tactttggee tctctgggat 240 
agaagttatt cagcaggcac acaacagagg cagtcccaga tttcaactgc tcatcagatg 3 00 
gegggaagat gaagacagat ggtgcaggca cagttcgttt cctctccagt ttggtcccct 360 
ggccaaaagt gtacgaggag gcaccataga cctgacagta gtacagtgca aagtcttcag 420 
gctccactct ggtgatggtg agagtgaagt ctgtcccaga cccactgccg ctgaacctgt 480 
ctgagatgee agaggeccta ttggaaacac catgtatgac cagccttgga gcctggccag 540 
gtttgtgctg gtaccaggct acgcggcggc tgegaatget gtgactggac ctacaggaga 600 
aggtggctct ttcccctgga gacagagaca gggtgcctgg agactgcgtg agaacgatct 660 
cacatctggc atctgtaagc cacagcagca gcaaccccag gacctgagtg ggcacaccca 720 
tggtaagct 12 9 

<210> 169 
<211> 3282 
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<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Synthesized 
<400> 169 

ggatctagac atgataagat acattgatga 
aaaaaaatgc tttatttgtg aaatttgtga 
ctgcaataaa caagttaaca acaacaattg 
ggtgtgggag gttttttaaa gcaagtaaaa 
tccgccctgc agggaagggc ggcactggga 
gtgtgatccc ctgtgtgtgt gtggcggctg 
tttgtctgag caggtcagca tgtggagaag 
cgcgtggggc tcgtgggggc ctgtgtccga 
tggtctgggt gctgtgcagt tcgcccgggt 
tgtgtggtgg ccgtgtggcc ggccaacctc 
ctgagtgtgt gtgtgggcat ctgcaccagt 
cggagtcggt tgtgtcccca tgcgggtgcg 
cgtgggggta gatgggtgag ggagggcctg 
gagtgggcat ggaggtcgga ggacagggcg 
caggggctgt gtgtctgtcc ccaggggctc 
ggtgctgctg gagggagggc aacgctggca 
gctgagcccc accctaggcg gcccaggcac 
gtgggacccg ctctgcctcc ctcatgccac 
aagaaccatc acagtctcgc aggggcccag 
ggcgcccggg aagtatgtac agggggtacg 
ccggggagcg ggggcttgcc ggccgtcgca 
tctgcgtgta gtggttgtgc agagcctcat 
gctgccacct gctcttgtcc acggtgagct 
ccagcacggg aggcgtggtc ttgtagttgt 
cggcgatgtc gctgggatag aagcctttga 
tcagctcatc ccgggatggg ggcagggtgt 
ggacagaggt tggtacagcg gtcactctca 
ccatgtggcc ctcgcacccc acgggtccca 
ggggctggga gggctttgtt ggagaccttg 
tggtgcagga cggtgaggac gctgaccaca 
ggctttgtct tggcattatg cacctccacg 
gggtcttcgt ggctcacgtc caccaccacg 
agggtgtcct tgggttttgg ggggaagagg 
gctgagggag agatggaggt ggacgtgtca 
ggctactcta gggcacctgt cccgccttga 
tgggcacggt gggcatgtgt gagttttgtc 
gggagttact cgaatctggg aggagagaag 
cctttggggt gggcttaggt caggggcagg 
gagcccagca cctgcccctt tgtgtgcagg 
gcccagagcc tggggaaaaa gccagaagac 
aggcctccgg gtgaagaggc agacggggcc 
gccgggatgc gtccaggcag gagcgctgag 
gtgctggcct ctcaccaact ttcttgtcca 
tgcagatgta ggtctgggtg cccaagctgc 
agtagagtcc tgaggactgt aggacagccg 
ctgagttcca cgacaccgtc accggttcgg 
ccgctgtgcc cccagaggtg ctcttggagg 
tggtggaagc tgagctcacg atgaccgtgg 
tgtcctgggg agaatcatcc caactatatg 
tgtctgcaga cctgaggctc ctcaactcca 
taaaggtgac tctgtcctgg aacttcgctg 
tccatcccat ccactcaaac ctctgtccgg 
tactgaatct gtatccagaa gcctgacaag 
cctcagcccc ggactgaacc agctgaacct 
agaagagaaa gacccagctc cattccatgg 



gtttggacaa accacaacta gaatgcagtg 60 
tgctattgct ttatttgtaa ccattataag 120 
cattcatttt atgtttcagg ttcaggggga 180 
cctctacaaa tgtggtatgg ctgattatga 240 
agtgggccag ggccagggac gtgacgtggt 300 
caggggcacc cttgtgagag gagggctggg 360 
ctgccgagag gctcgtgggc cttgaggtgc 420 
ggagtgttca cgtgtgcgag gaccttgctc 480 
gaggctccgt gtgtgaggcg tgcacgtgtg 540 
agtgcggggg ttttgttgaa cgggtctgga 600 
ccctccacag ggcccgagag tgcatgtccc 660 
aggctgggca ggacagccag gggttagtgc 720 
tccctacgca catggactag gcatgccccc 780 
ctcacagaac aggacagtct cctacagagg 840 
ctagggcttc ccgtggccca gcccagggca 900 
aatcccccac cctgccgagg gcagcccctg 960 
acctgcacag cctgggccag tgtggggaca 1020 
tcaggcctca gactcggcct gacccgtgga 1080 
ggcagcgctg ggtgctttat ttccatgctg 1140 
tgccaagcat cctcgtgcga ccgcgagagc 1200 
ctcatttacc cggagacagg gagaggctct 1260 
gcatcacgga gcatgagaag acgttcccct 1320 
tgctgtagag gaagaaggag ccgtcggagt 1380 
tctccggctg cccattgctc tcccactcca 1440 
ccaggcaggt caggctgacc tggttcttgg 1500 
acacctgtgg ttctcggggc tgccctgtag 1560 
gggcagaggg tgggccgagc cggcctctgt 1620 
cctttggctt tggagatggt tttctcgatg 1680 
cacttgtact ccttgccatt cagccagtcc 1740 
cggtacgtgc tgttgtactg ctcctcccgc 1800 
ccgtccacgt accagttgaa cttgacctca 1860 
catgtgacct caggggtccg ggagatcatg 1920 
aagactgatg gtcctcccgc ggcctcaggt 1980 
gcacccggct ggggcctgtc cctggatgca 2040 
gctggagggc gaggcctggg ctggcttacc 2100 
acaagatttg ggctctgcag agagaagatt 2160 
gtgtccgagc tgagggagtg gagagtttgg 2220 
gtcctcccgg atatggctct tggcaggtct 2280 
gcctgggtta ggggcaccta gcctgtgcct 2340 
cctctccctg agcatgagtg gggcgggcag 2400 
tgccttgctg ccctggactg gggctgcata 2460 
cctggcttcc agcagacacc ctccctccct 2520 
ccttggtgtt gctgggcttg tgattcacgt 2580 
tggagggcac ggtcaccacg ctgctgaggg 2640 
ggaaggtgtg cacgccgctg gtcagggcgc 2700 
ggaagtagtc cttgaccagg cagcccaggg 2760 
agggtgccag ggggaagacc gatgggccct 2820 
ttcctttgcc ccagacgtcc atataataat 2880 
gccccactct cgcacaataa taaacagccg 2940 
tgtaggctgt gttcgcggat gtgtccgcgg 3000 
aaaattcttt gtttccgttg taaggattga 3060 
gggcctggcg cacccaatga ataacaaagt 3120 
aaaccttcac tgaggcccca ggcttcttca 3180 
gggagtggac acctgtagtt actgacagga 3240 
tggcggcgaa tt 3282 
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<210> 170 
<211> 13254 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized 



<400> 170 

ttctctagaa ttaacactct cccctgttga agctctttgt gacgggcgat ctcaggccct 60 
gatgggtgac ttcgcaggcg tagactttgt gtttctcgta gtctgctttg ctcagcgtca 120 
gggtgctgct gaggctgtag gtgctgtcct tgctgtcctg ctctgtgaca ctctcctggg 180 
agttacccga ttggagggcg ttatccacct tccactgtac tttggcctct ctgggataga 240 
agttattcag caggcacaca acagaggcag tcccagattt caactgctca tcagatggcg 300 
ggaagatgaa gacagatggt gcaggcacag ttcgtttcct ctccagtttg gtcccctggc 360 
caaaagtgta cgaggaggca ccatagacct gacagtagta cagtgcaaag tcttcaggct 420 
ccactctggt gatggtgaga gtgaagtctg tcccagaccc actgccgctg aacctgtctg 480 
agatgccaga ggccctattg gaaacaccat gtatgaccag ccttggagcc tggccaggtt 540 
tgtgctggta ccaggctacg cggcggctgc gaatgctgtg actggaccta caggagaagg 600 
tggctctttc ccctggagac agagacaggg tgcctggaga ctgcgtgaga acgatctcac 660 
atctggcatc tgtaagccac agcagcagca accccaggac ctgagtgggc acacccatgg 720 
taagcttcgt gtcaaggacg gtgactgcag aaaagaccca tggaaaggaa cagtctgtta 780 
gtctgtcagc tattatgtct ggtggcgcgc gcggcagcaa cgagtactgc tcagactaca 840 
ctgccctcca ccgttaacag caccgcaacg ggagttacct ctgactctta tcagaacaca 900 
acaactcagc tgcctgcatc ttcttctgcc gctgccttaa gtcttccaaa tgcgtcagcg 960 
gtgcaagccc gctccccgag ctcattttca gacacatacc ctaccgccac ggccttgtgc 102 0 
ggcacactgg tggtggtggg catcgtgctg tgcctaagtc tggcctccac tgttaggagc 1080 
aaggagctgc cgagcgacca tgagtcgctg gaggcatggg agcagggctc ggatgtagaa 1140 
gctccgccgc taccggagaa gagcccatgt ccggaacacg tacccgagat tcgcgtggag 1200 
atcccacgtt atgtttaata aaaactgcgg gcactgggga cggtggtgtt gtatatgtga 1260 
atttgtaaat aataaatgag accccatcct gtaaaaatac agagtccgtg tcagtctctg 1320 
aaggacagtg tattggcata tagccaataa agagagttgt ggcaaagagc catgttatgg 1380 
attagtaatg gaaagtatcg tcaccaatag gggagtggtc aataatggtc aataacccac 1440 
acctataggc taagctatac catcacctat aacatgagga agcgggggtg tatagacccc 1500 
aagccaaaaa cagtatagca tgcataagaa gccaaggggg tgggcctata gactctatag 1560 
gcggtactta cgtcactctt ggcacgggga atccgcgttc caatgcaccg ttcccggccg 1620 
cggaggctgg atcggtcccg gtgtcttcta tggaggtcaa aacagcgtgg atggcgtctc 1680 
caggcgatct gacggttcac taaacgagct ctgcttatat agacctccca ccgtacacgc 1740 
ctaccgccca tttgcgtcaa tggggcggag ttgttacgac attttggaaa gtcccgttga 1800 
ttttggtgcc aaaacaaact cccattgacg tcaatggggt ggagacttgg aaatccccgt 1860 
gagtcaaacc gctatccacg cccattgatg tactgccaaa accgcatcac catggtaata 192 0 
gcgatgacta atacgtagat gtactgccaa gtaggaaagt cccataaggt catgtactgg 1980 
gcataatgcc aggcgggcca tttaccgtca ttgacgtcaa tagggggcgt acttggcata 2040 
tgatacactt gatgtactgc caagtgggca gtttaccgta aatactccac ccattgacgt 2100 
caatggaaag tccctattgg cgttactatg ggaacatacg tcattattga cgtcaatggg 2160 
cgggggtcgt tgggcggtca gccaggcggg ccatttaccg taagttatgt aacgcggaac 2220 
tccatatatg ggctatgaac taatgacccc gtaattgatt actattaata actagtcaat 2280 
aatcaatgtc aacatggcgg taatgttgga catgagccaa tataaatgta catattatga 2340 
tatggataca acgtatgcaa tggccaatag ccaatattga tttatgctat ataaccaatg 2400 
aataatatgg ctaatggcca atattgattc aatgtataga tcgatatgca ttggccatgt 2460 
gccagcttga tgtcgcctct atcggcgata tagcctcata tcgtctgtca cctatatcga 2520 
aactgcgata tttgcgacac acagaatcgc ccaagtcacc aaagtcgtct atcgccatcc 2580 
cccgtaaacg atataagcgc tatcgccaga tatcgcgtat gcccaaaaat cacttttgga 2640 
aaaatggcga tatcagttac acagaaactc acatcggcga cattttcaat atgccatatt 2700 
ttcaaatatc gatttttcca atatcgccat ctctatcggc gataaacacc actatcgcgc 2760 
gacatgaatt tagtcggcga cagaaatctc aaaacgcgta tttcggacaa acacacattt 282 0 
tattattcac tgcagtcacc gtccttgaca cgaagctaga gatccagaca tgataagata 2880 
cattgatgag tttggacaaa ccacaactag aatgcagtga aaaaaatgct ttatttgtga 2940 
aatttgtgat gctattgctt tatttgtaac cattataagc tgcaataaac aagttaacaa 3000 
caacaattgc attcatttta tgtttcaggt tcagggggag gtgtgggagg ttttttaaag 3060 
caagtaaaac ctctacaaat gtggtatggc tgattatgat ctctagtcaa ggcactatac 3120 
atcaaatatt ccttattaac ccctttacaa attaaaaagc taaaggtaca caatttttga 3180 
gcatagttat taatagcaga cactctatgc ctgtgtggag taagaaaaaa cagtatgtta 3240 
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tgattataac tgttatgcct acttataaag 
tatagcagtg cagctttttc ctttgtggtg 
ctaaacacag catgactcaa aaaacttagc 
acctttctct tcttttttgg aggagtagaa 
ctagatggca tttcttctga gcaaaacagg 
tcccattcat cagttccata ggttggaatc 
ttaacacatt atacacttaa aaattttata 
agtttgtcca attatgtcac accacagaag 
cggggtggga tgaactagga aaggctcaag 
ggaagggctc gtggccagtc tcattgagaa 
caaaggggtc acaattggca gaggggccgc 
cgacagtccg gggaatgcgg atgctggcac 
tgatgttgga cgtttcgtgg aacccagtca 
gatcgtaggc tcgaatgtgg taccggtgcc 
tgtgcttcag accattctcc tcccgcatgg 
caccattcca gttcccagga atgggcttgg 
cacatactcg atgaagatga aacgggccac 
acagggtcct atttggagtt cccactgggc 
cttgacccca gcatacaagc aggcgcggta 
tttgtctgcg cccacaccac agtaatacgg 
ccaaccaaaa gggtgcccat ctgttcccat 
ggggtgctgg ttgctcacca tgtccattat 
tgcaggcttc cggttgtact tgaaaacttc 
gaaggggtcc cgaaacatgg caacagggct 
ctgaaaggta ctagagccat caaaattcca 
acagtccagg gtgcgggttt tgcagcgcag 
catggcttgg actttctcac cctggggcag 
caagtgggaa cttgctgagg tggccatggt 
agtttttgca aaagcctagg cctccaaaaa 
aggccgaggc ggcctcggcc tctgcataaa 
aatgggcgga actgggcgga gttaggggcg 
ttgctgacta attgagatgc atgctttgca 
gactaattga gatgcatgct ttgcatactt 
caccctaact gacacacatt ccacagccgg 
tttaccaacc ttcttaaaca taaagtgtct 
gtgagccagt gtgattacat tttctcttga 
aacgatgggt gccgcaaaga gccatcaggg 
tgtcatgata ataatggttt cttagacgtc 
aacccctatt tgtttatttt tctaaataca 
accctgataa atgcttcaat aatattgaaa 
tgtcgccctt attccctttt ttgcggcatt 
gctggtgaaa gtaaaagatg ctgaagatca 
ggatctcaac agcggtaaga tccttgagag 
gagcactttt aaagttctgc tatgtggcgc 
gcaactcggt cgccgcatac actattctca 
agaaaagcat cttacggatg gcatgacagt 
gagtgataac actgcggcca acttacttct 
cgcttttttg cacaacatgg gggatcatgt 
gaatgaagcc ataccaaacg acgagcgtga 
gttgcgcaaa ctattaactg gcgaactact 
ctggatggag gcggataaag ttgcaggacc 
gtttattgct gataaatctg gagccggtga 
ggggccagat ggtaagccct cccgtatcgt 
tatggatgaa cgaaatagac agatcgctga 
actgtcagac caagtttact catatatact 
taaaaggatc taggtgaaga tcctttttga 
gttttcgttc cactgagcgt cagaccccgt 
tttttttctg cgcgtaatct gctgcttgca 
ttgtttgccg gatcaagagc taccaactct 
gcagatacca aatactgtcc ttctagtgta 
tgtagcaccg cctacatacc tcgctctgct 
cgataagtcg tgtcttaccg ggttggactc 
gtcgggctga acggggggtt cgtgcacaca 
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gttacagaat atttttccat aattttcttg 3300 
taaatagcaa agcaagcaag agttctatta 3360 
aattctgaag gaaagtcctt ggggtcttct 3420 
tgttgagagt cagcagtagc ctcatcatca 3480 
ttttcctcat taaaggcatt ccaccactgc 3540 
taaaatacac aaacaattag aatcagtagt 3600 
tttaccttag agctttaaat ctctgtaggt 3660 
taaggttcct tcacaaagat ctctctgggg 3720 
atcactcaaa gtctaattag tttttgtatt 3780 
ggcatgtgcg gacgatggct tctgtcactg 3840 
ggtcttcaaa gtaacctttc ttctcctggc 3900 
tgcgattggc gacaccagca gaaaagtcgt 3960 
gaccacgggc attgtccagg ccccccttgg 4020 
gcttgcttag tttctcgatg gcctcctcga 4080 
ccttggtgct aaagttggta tggcagcctg 4140 
ggtcaaaggt tgctattacc ccaaagtctt 4200 
ccagagatga tctcccatgc ggattccttc 4260 
aggcatgacc tcagcatttg ttcctgtaat 4320 
gtgagcctcc acgatatccc tgccataggc 4380 
accttggggc ccaggaaagc cattggaagg 4440 
cagagtatac tcctgttcca ttccaaacca 4500 
ccgtttacac gagtgcctta aattggtctc 4560 
acagaacacc agcttgttgg gatctctgcg 4620 
gagatacatg tcactgttgg agccctcaga 4680 
ctcaggtaac tcttctacac acttgggctc 4740 
tccttctcca gtaccatcaa cccagatata 4800 
gcacaagtac atttgcttga tgtttttgtt 4860 
ggaaggtgct ctgagcggtg gccccaagct 4920 
agcctcctca ctacttctgg aatagctcag 4980 
taaaaaaaat tagtcagcca tggggcggag 5040 
ggatgggcgg agttaggggc gggactatgg 5100 
tacttctgcc tgctggggag cctggttgct 5160 
ctgcctgctg gggagcctgg ggactttcca 5220 
atctagcttg gctgccaaag ccgcaaggaa 5280 
ccttataaac gcagaaaggc ccacccgaag 5340 
gggttgtcct cggtgccacg gaacattacg 5400 
cctcgtgata cgcctatttt tataggttaa 5460 
aggtggcact tttcggggaa atgtgcgcgg 5520 
ttcaaatatg tatccgctca tgagacaata 5580 
aaggaagagt atgagtattc aacatttccg 5640 
ttgccttcct gtttttgctc acccagaaac 5700 
gttgggtgca cgagtgggtt acatcgaact 5760 
ttttcgcccc gaagaacgtt ttccaatgat 5820 
ggtattatcc cgtgttgacg ccgggcaaga 5880 
gaatgacttg gttgagtact caccagtcac 5940 
aagagaatta tgcagtgctg ccataaccat 6000 
gacaacgatc ggaggaccga aggagctaac 6060 
aactcgcctt gatcgttggg aaccggagct 6120 
caccacgatg cctgtagcaa tggcaacaac 6180 
tactctagct tcccggcaac aattaataga 6240 
acttctgcgc tcggcccttc cggctggctg 6300 
gcgtgggtct cgcggtatca ttgcagcact 6360 
agttatctac acgacgggga gtcaggcaac 6420 
gataggtgcc tcactgatta agcattggta 6480 
ttagattgat ttaaaacttc atttttaatt 6540 
taatctcatg accaaaatcc cttaacgtga 6600 
agaaaagatc aaaggatctt cttgagatcc 6660 
aacaaaaaaa ccaccgctac cagcggtggt 6720 
ttttccgaag gtaactggct tcagcagagc 6780 
gccgtagtta ggccaccact tcaagaactc 6840 
aatcctgtta ccagtggctg ctgccagtgg 6900 
aagacgatag ttaccggata aggcgcagcg 6960 
gcccagcttg gagcgaacga cctacaccga 7020 
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actgagatac ctacagcgtg agcattgaga aagcgccacg cttcccgaag ggagaaaggc 7080 
ggacaggtat ccggtaagcg gcagggtcgg aacaggagag cgcacgaggg agcttccagg 7140 
gggaaacgcc tggtatcttt atagtcctgt cgggtttcgc cacctctgac ttgagcgtcg 7200 
atttttgtga tgctcgtcag gggggcggag cctatggaaa aacgccagca acgcggcccg 7260 
aggtcgacgc tctcccttat gcgactcctg cattaggaag cagcccagta gtaggttgag 7320 
gccgttgagc accgccgccg caaggaatgg tgcatgcaag gagatggcgc ccaacagtcc 7380 
cccggccacg ggcctgccac catacccacg ccgaaacaag cgctcatgag cccgaagtgg 7440 
cgagcccgat cttccccatc ggtgatgtcg gcgatatagg cgccagcaac cgcacctgtg 7500 
gcgccggtga tgccggccac gatgcgtccg gcgtagagga tctagacatg ataagataca 7560 
ttgatgagtt tggacaaacc acaactagaa tgcagtgaaa aaaatgcttt atttgtgaaa 7620 
tttgtgatgc tattgcttta tttgtaacca ttataagctg caataaacaa gttaacaaca 7680 
acaattgcat tcattttatg tttcaggttc agggggaggt gtgggaggtt ttttaaagca 7740 
agtaaaacct ctacaaatgt ggtatggctg attatgatcc gccctgcagg gaagggcggc 7800 
actgggaagt gggccagggc cagggacgtg acgtggtgtg tgatcccctg tgtgtgtgtg 7860 
gcggctgcag gggcaccctt gtgagaggag ggctgggttt gtctgagcag gtcagcatgt 7920 
ggagaagctg ccgagaggct cgtgggcctt gaggtgccgc gtggggctcg tgggggcctg 7980 
tgtccgagga gtgttcacgt gtgcgaggac cttgctctgg tctgggtgct gtgcagttcg 8040 
cccgggtgag gctccgtgtg tgaggcgtgc acgtgtgtgt gtggtggccg tgtggccggc 8100 
caacctcagt gcgggggttt tgttgaacgg gtctggactg agtgtgtgtg tgggcatctg 8160 
caccagtccc tccacagggc ccgagagtgc atgtccccgg agtcggttgt gtccccatgc 8220 
gggtgcgagg ctgggcagga cagccagggg ttagtgccgt gggggtagat gggtgaggga 8280 
gggcctgtcc ctacgcacat ggactaggca tgcccccgag tgggcatgga ggtcggagga 8340 
cagggcgctc acagaacagg acagtctcct acagaggcag gggctgtgtg tctgtcccca 8400 
ggggctccta gggcttcccg tggcccagcc cagggcaggt gctgctggag ggagggcaac 8460 
gctggcaaat cccccaccct gccgagggca gcccctggct gagccccacc ctaggcggcc 8520 
caggcacacc tgcacagcct gggccagtgt ggggacagtg ggacccgctc tgcctccctc 8580 
atgccactca ggcctcagac tcggcctgac ccgtggaaag aaccatcaca gtctcgcagg 8640 
ggcccagggc agcgctgggt gctttatttc catgctgggc gcccgggaag tatgtacagg 8700 
gggtacgtgc caagcatcct cgtgcgaccg cgagagcccg gggagcgggg gcttgccggc 8760 
cgtcgcactc atttacccgg agacagggag aggctcttct gcgtgtagtg gttgtgcaga 8820 
gcctcatgca tcacggagca tgagaagacg ttcccctgct gccacctgct cttgtccacg 8880 
gtgagcttgc tgtagaggaa gaaggagccg tcggagtcca gcacgggagg cgtggtcttg 8940 
tagttgttct ccggctgccc attgctctcc cactccacgg cgatgtcgct gggatagaag 9000 
cctttgacca ggcaggtcag gctgacctgg ttcttggtca gctcatcccg ggatgggggc 9060 
agggtgtaca cctgtggttc tcggggctgc cctgtaggga cagaggttgg tacagcggtc 9120 
actctcaggg cagagggtgg gccgagccgg cctctgtcca tgtggccctc gcaccccacg 9180 
ggtcccacct ttggctttgg agatggtttt ctcgatgggg gctgggaggg ctttgttgga 9240 
gaccttgcac ttgtactcct tgccattcag ccagtcctgg tgcaggacgg tgaggacgct 9300 
gaccacacgg tacgtgctgt tgtactgctc ctcccgcggc tttgtcttgg cattatgcac 9360 
ctccacgccg tccacgtacc agttgaactt gacctcaggg tcttcgtggc tcacgtccac 9420 
caccacgcat gtgacctcag gggtccggga gatcatgagg gtgtccttgg gttttggggg 9480 
gaagaggaag actgatggtc ctcccgcggc ctcaggtgct gagggagaga tggaggtgga 9540 
cgtgtcagca cccggctggg gcctgtccct ggatgcaggc tactctaggg cacctgtccc 9600 
gccttgagct ggagggcgag gcctgggctg gcttacctgg gcacggtggg catgtgtgag 9660 
ttttgtcaca agatttgggc tctgcagaga gaagattggg agttactcga atctgggagg 9720 
agagaaggtg tccgagctga gggagtggag agtttggcct ttggggtggg cttaggtcag 9780 
gggcagggtc ctcccggata tggctcttgg caggtctgag cccagcacct gcccctttgt 9840 
gtgcagggcc tgggttaggg gcacctagcc tgtgcctgcc cagagcctgg ggaaaaagcc 9900 
agaagaccct ctccctgagc atgagtgggg cgggcagagg cctccgggtg aagaggcaga 9960 
cggggcctgc cttgctgccc tggactgggg ctgcatagcc gggatgcgtc caggcaggag 10020 
cgctgagcct ggcttccagc agacaccctc cctccctgtg ctggcctctc accaactttc 10080 
ttgtccacct tggtgttgct gggcttgtga ttcacgttgc agatgtaggt ctgggtgccc 10140 
aagctgctgg agggcacggt caccacgctg ctgagggagt agagtcctga ggactgtagg 10200 
acagccggga aggtgtgcac gccgctggtc agggcgcctg agttccacga caccgtcacc 10260 
ggttcgggga agtagtcctt gaccaggcag cccagggccg ctgtgccccc agaggtgctc 10320 
ttggaggagg gtgccagggg gaagaccgat gggcccttgg tggaagctga gctcacgatg 10380 
accgtggttc ctttgcccca gacgtccata taataattgt cctggggaga atcatcccaa 10440 
ctatatggcc ccactctcgc acaataataa acagccgtgt ctgcagacct gaggctcctc 10500 
aactccatgt aggctgtgtt cgcggatgtg tccgcggtaa aggtgactct gtcctggaac 10560 
ttcgctgaaa attctttgtt tccgttgtaa ggattgatcc atcccatcca ctcaaacctc 10620 
tgtccggggg cctggcgcac ccaatgaata acaaagttac tgaatctgta tccagaagcc 10680 
tgacaagaaa ccttcactga ggccccaggc ttcttcacct cagccccgga ctgaaccagc 10740 
tgaacctggg agtggacacc tgtagttact gacaggaaga agagaaagac ccagctccat 10800 
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tccatggtgg cggcgaattc gagctcgccc 
gcagcccaag cttcgtgtca aggacggtga 
ctgttagtct gtcagctatt atgtctggtg 
actacactgc cctccaccgt taacagcacc 
aacacaacaa ctcagctgcc tgcatcttct 
tcagcggtgc aagcccgctc cccgagctca 
ttgtgcggca cactggtggt ggtgggcatc 
aggagcaagg agctgccgag cgaccatgag 
gtagaagctc cgccgctacc ggagaagagc 
gtggagatcc cacgttatgt ttaataaaaa 
atgtgaattt gtaaataata aatgagaccc 
tctctgaagg acagtgtatt ggcatatagc 
ttatggatta gtaatggaaa gtatcgtcac 
acccacacct ataggctaag ctataccatc 
gaccccaagc caaaaacagt atagcatgca 
ctataggcgg tacttacgtc actcttggca 
cggccgcgga ggctggatcg gtcccggtgt 
cgtctccagg cgatctgacg gttcactaaa 
acacgcctac cgcccatttg cgtcaatggg 
cgttgatttt ggtgccaaaa caaactccca 
ccccgtgagt caaaccgcta tccacgccca 
gtaatagcga tgactaatac gtagatgtac 
tactgggcat aatgccaggc gggccattta 
ggcatatgat acacttgatg tactgccaag 
tgacgtcaat ggaaagtccc tattggcgtt 
aatgggcggg ggtcgttggg cggtcagcca 
cggaactcca tatatgggct atgaactaat 
gtcaataatc aatgtcaaca tggcggtaat 
ttatgatatg gatacaacgt atgcaatggc 
ccaatgaata atatggctaa tggccaatat 
ccatgtgcca gcttgatgtc gcctctatcg 
tatcgaaact gcgatatttg cgacacacag 
ccatcccccg taaacgatat aagcgctatc 
tttggaaaaa tggcgatatc agttacacag 
catattttca aatatcgatt tttccaatat 
tcgcgcgaca tgaatttagt cggcgacaga 
acattttatt attcactgca gtcaccgtcc 
aagatacatt gatgagtttg gacaaaccac 
ttgtgaaatt tgtgatgcta ttgctttatt 
taacaacaac aattgcattc attttatgtt 
ttaaagcaag taaaacctct acaaatgtgg 
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ggggatcgat cctctagagt cgatcgacct 10860 
ctgcagaaaa gacccatgga aaggaacagt 10920 
gcgcgcgcgg cagcaacgag tactgctcag 10980 
gcaacgggag ttacctctga ctcttatcag 11040 
tctgccgctg ccttaagtct tccaaatgcg 11100 
ttttcagaca cataccctac cgccacggcc 11160 
gtgctgtgcc taagtctggc ctccactgtt 11220 
tcgctggagg catgggagca gggctcggat 11280 
ccatgtccgg aacacgtacc cgagattcgc 11340 
ctgcgggcac tggggacggt ggtgttgtat 11400 
catcctgtaa aaatacagag tccgtgtcag 11460 
caataaagag agttgtggca aagagccatg 11520 
caatagggga gtggtcaata atggtcaata 11580 
acctataaca tgaggaagcg ggggtgtata 11640 
taagaagcca agggggtggg cctatagact 11700 
cggggaatcc gcgttccaat gcaccgttcc 11760 
cttctatgga ggtcaaaaca gcgtggatgg 11820 
cgagctctgc ttatatagac ctcccaccgt 11880 
gcggagttgt tacgacattt tggaaagtcc 11940 
ttgacgtcaa tggggtggag acttggaaat 12000 
ttgatgtact gccaaaaccg catcaccatg 12060 
tgccaagtag gaaagtccca taaggtcatg 12120 
ccgtcattga cgtcaatagg gggcgtactt 12180 
tgggcagttt accgtaaata ctccacccat 12240 
actatgggaa catacgtcat tattgacgtc 12300 
ggcgggccat ttaccgtaag ttatgtaacg 12360 
gaccccgtaa ttgattacta ttaataacta 12420 
gttggacatg agccaatata aatgtacata 12480 
caatagccaa tattgattta tgctatataa 12540 
tgattcaatg tatagatcga tatgcattgg 12600 
gcgatatagc ctcatatcgt ctgtcaccta 12660 
aatcgcccaa gtcaccaaag tcgtctatcg 12720 
gccagatatc gcgtatgccc aaaaatcact 12780 
aaactcacat cggcgacatt ttcaatatgc 12840 
cgccatctct atcggcgata aacaccacta 12900 
aatctcaaaa cgcgtatttc ggacaaacac 12960 
ttgacacgaa gctagagatc cagacatgat 13020 
aactagaatg cagtgaaaaa aatgctttat 13080 
tgtaaccatt ataagctgca ataaacaagt 13140 
tcaggttcag ggggaggtgt gggaggtttt 13200 
tatggctgat taatgatcaa tgaa 13254 



<210> 171 
<211> 19 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 171 

Met Glu Trp Ser Trp Val Phe Leu Phe Phe Leu Ser Val Thr Thr Gly 

1 5 10 15 

Val His Ser 



<210> 172 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
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<220> 

<223> Synthesized 
<400> 172 

Gin Val Gin Leu Val Gin 
1 5 



<210> 173 
<211> 18 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 173 

Met Gly Val Pro Thr Gin Leu Gly Leu Leu Leu Trp Leu Thr Asp Ala 

15 10 15 

Arg Cys 



<210> 174 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 174 

Glu lie Val Leu Thr Gin Ser Pro 
1 5 



<210> 175 
<211> 15 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 175 

Ala Pro Thr Lys Ala Lys Arg Arg Val Val Gin Arg Glu Lys Arg 
15 10 15 

<210> 176 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized 
<400> 176 

His His His His His 
1 5 
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